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MR IITF IF§ V \YHEFGHF FAK SGILVREFAIGMGPKIF H|MN GT YT RILPLGGYVRMAGWG DIYTEIKTG PAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS

e e T

LTLNPANGI®V RINLS[NS)Y DI¥T LPMNVT YDLEDIL ITGLVLIJETKTYJA\VDH ATIVEEDGTE RIAPMDVQYQNASTI[GRLI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI

L ey e

TNFAGPMNNFILG ' 'VFI 'L|JF QGG IgDIYS - N[ VINMGAALYY G ' PRDIT VEYIN[EKVISWDWESLIFEA ' [AESSI TIIIRETNS
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL

s T AL

JCVTHKERGNINAST VKPP QK[NQUN YIAL G VAL KTGIRYDK |BGGIH IMAWRIGAIJATLITLKGLITERFSLNKLGGPVAM QMSRQA
SVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

SVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS
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NGLWYS LELM MLSINLGIFNLIPIPWYLDGGKI MNIIEWIRRKPLIYQEWE YITLYGVA MVVLMIAVTWNDIMRAFF 419
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420

X non conserved
B similar
>507% conserved
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