logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

53938 GGS RS00660 WP 003055259.1

588
460
502
272
231
197
162
530
431
396
387

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

KW2 RS10845 WP 051303741.1
GPW51 RS00790 WP 011921720.1

SM12261 RS00955 WP 000738641.1

KZH43 RS09255 WP 000738626.1
SPD RS09885 WP 000738626.1
SPR RS09420 WP 000738626.1
SP RS10370 WP 000738627.1

SMSK321 RS09230 WP 000738643.1

SGO RS09410 WP 012130940.1
FSA28 RS09395 WP 002263437.1
SMU RS09025 WP 002263437.1

53938 GGS RS00660 WP 003055259.1

588
460
502
272
231
197
162
530
431
396
387

consensus

KW2 RS10845 WP 051303741.1
GPW51 RS00790 WP 011921720.1

SM12261 RS00955 WP 000738641.

KZH43 RS09255 WP 000738626.1
SPD RS09885 WP 000738626.1
SPR RS09420 WP 000738626.1
SP RS10370 WP 000738627.1

SMSK321 RS09230 WP 000738643.

SGO RS09410 WP 012130940.1
FSA28 RS09395 WP 002263437.1
SMU RS09025 WP 002263437.1

1

_ st S

Q

MSKALSL IHGRK [AKEKAFTL EML VLRAIIS L LLFVPNLEK KNV
........... MIQSLIANIKVK FTLVEMLVVLIIS L LLFVPNL [MQK A

....... KKMMTF INKVKAFTLVEMLVVLLIISVL LLFVPNLTKQKEAV
....... IWNSKMNITF INKVKAFTLVEMLVVLLIISVLLLFVPNLTKQKEAV
....... INKVKAFTLVEMLVVLLIISVLRLLFVPNLTKQKEAV
....... IKVKAFTLVEMLVVLLIISVLRLLFVPNLTKQKEAV
....... INKVKAFTLVEMLVVLLIISVLIJLLFVPNLTKQKEAV
....... MKVKAFTLVEMLVVLLIISVL LLFVPNLTKQKEAV

TéEQAKAYKEYY%KN%ﬁEm

GEHRDETQKEQP 108
YDQ KNEEEINFDD 116

90's

........... 93

TVAD. 107

IMKWND 108

IKWIND 108

IAKWND 108

IKWND 108

LQADGRIITEEQAKAYJ IHKNIND 108

K[VADSRGHANY GIQYNSETQAWAN 105
IRVINS (€D RS ARYAN SVQINY Y AIMHP SK TIH|YAN 104
IRVEAS[ED g AnPAN SN Y AJWHP SK TIH|YAN 104

Pokoskook |okokok | okokok * *k ok

non conserved
similar
> 50% conserved

[><] e

MINNEAEL et

IQYGIRAAVVKVVESQA LY
IGKGIJAAVVKVVESQEIEL Y)
DKGJSAAVVKVVESQAELYH
DKGIMAAVVKVVESQAELYH
DKGJSAAVVKVVESQAELYH
DKGJSAAVVKVVESQAELYH
DKGJSAAVVKVVESQAELYH
DKGJSAAVVKVVESQAELYH

RN

| %%

Fols

* % ok k% k



