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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 53905 C380 RS23430 WP 015016327.1 ..MASVNKVIIVGNLGRDPEMRTFPSGDQVANVTIATTDKWKDKQTGEMKEATEWHRVVFNGRLAEIAGQYLRKGSQVYV 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAP........YDEGYG...QSQEAYQRPA.QQSRQPA 140
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAP........YEEGYG...QSQEAYQRPA.QQSRQPA 140
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMN......V....PAQQGSWGQPQ.Q....PA 145
NTDB id 53905 C380 RS23430 WP 015016327.1 EGSLRTRKWTDQSGVEKYSTEIRA....DQMQMLGSRQGMGGGGQGGGQQGGGYDDGY...GGDQGGYDQAPRRAAPAPR 151
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGG...DFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNN... 148
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NTDB id 1131 NGFG RS05740 WP 003695064.1 PDAPSHPQEAPA.APRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 SDAPSHPQEAPA.APRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 KQ..HQPMQQSAPQQYSQ.PQYNEPPMDFDDDIPF 177
NTDB id 53905 C380 RS23430 WP 015016327.1 PM..AAPAQRPAPAPVAQAPRAASGFDDMDDDIPF 184
NTDB id 1390 A4U84 RS00055 WP 021115958.1 FN..GGNATRPQPAQ.KPAAQAEPPMDNFDDDIPF 180
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