
logo MDKSSKFFFEDQKYNKER IVRVLGGNLALLKSKGI LYEDSSGDL I FNYVGVI SNGRNVI F I LPKYCNRHLDEHSKRTLFNKLLKI
NTDB id 53902 K6K02 RS03290 WP 003234050.1 MDKSSKFFFEDQKYNKERIVRVLGGNLALLKSKGILYEDSSGDLIFNYVGVISNGRNVIFILPKYCNRHLDEHSKRTLFNKLLKI 85
NTDB id 75 BSU 06110 NP 388492.1 MDKSSKFFFEDQKYNKERIVRVLGGNLALLKSKGILYEDSSGDLIFNYVGVISNGRNVIFILPKYCNRHLDEHSKRTLFNKLLKI 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FKKYSGLNKSRESDYFVSELDSDEVSDFMIADYLLNDFSLNGYYQKKFTEYE IDGEGI IDWSKTVNE ITPVFSKGVPYYFSTYNE
NTDB id 53902 K6K02 RS03290 WP 003234050.1 FKKYSGLNKSRESDYFVSELDSDEVSDFMIADYLLNDFSLNGYYQKKFTEYEIDGEGIIDWSKTVNEITPVFSKGVPYYFSTYNE 170
NTDB id 75 BSU 06110 NP 388492.1 FKKYSGLNKSRESDYFVSELDSDEVSDFMIADYLLNDFSLNGYYQKKFTEYEIDGEGIIDWSKTVNEITPVFSKGVPYYFSTYNE 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VVQKDEYHL IVKIHKWALSKYFNDFGVI LGFTGLEFDKSCDGMKI LDYADFFGSVINKE IVNTYVDRDVKLLKALKTAIDREENQ
NTDB id 53902 K6K02 RS03290 WP 003234050.1 VVQKDEYHLIVKIHKWALSKYFNDFGVILGFTGLEFDKSCDGMKILDYADFFGSVINKEIVNTYVDRDVKLLKALKTAIDREENQ 255
NTDB id 75 BSU 06110 NP 388492.1 VVQKDEYHLIVKIHKWALSKYFNDFGVILGFTGLEFDKSCDGMKILDYADFFGSVINKEIVNTYVDRDVKLLKALKTAIDREENQ 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FSKRPTLSLYGTKYFHRVWEEVCKTVFSHVNEYVKKI SRPNWINFTDI EVNKEKKTLEPDI IKAFEYRSKEYFL I LDAKYYNINF
NTDB id 53902 K6K02 RS03290 WP 003234050.1 FSKRPTLSLYGTKYFHRVWEEVCKTVFSHVNEYVKKISRPNWINFTDIEVNKEKKTLEPDIIKAFEYRSKEYFLILDAKYYNINF 340
NTDB id 75 BSU 06110 NP 388492.1 FSKRPTLSLYGTKYFHRVWEEVCKTVFSHVNEYVKKISRPNWINFTDIEVNKEKKTLEPDIIKAFEYRSKEYFLILDAKYYNINF 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DGKKLEGNPGVEDITKQLLYDKALEKLSRGKTKHNAFLFPSSNSTNTFKVFGSVDFDFLDIAAVTLVYI SAEQVYNLYLENKTFS
NTDB id 53902 K6K02 RS03290 WP 003234050.1 DGKKLEGNPGVEDITKQLLYDKALEKLSRGKTKHNAFLFPSSNSTNTFKVFGSVDFDFLDIAAVTLVYISAEQVYNLYLENKTFS 425
NTDB id 75 BSU 06110 NP 388492.1 DGKKLEGNPGVEDITKQLLYDKALEKLSRGKTKHNAFLFPSSNSTNTFKVFGSVDFDFLDIAAVTLVYISAEQVYNLYLENKTFS 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TDDLFKFVSE INKSKKRHSVITSTLYGNMFLFTKRLSDKN
NTDB id 53902 K6K02 RS03290 WP 003234050.1 TDDLFKFVSEINKSKKRHSVITSTLYGNMFLFTKRLSDKN 465
NTDB id 75 BSU 06110 NP 388492.1 TDDLFKFVSEINKSKKRHSVITSTLYGNMFLFTKRLSDKN 465
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


