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NTDB id 1257 GCO85 RS04855 WP 163621000.1 ........MRKIIA....ILILISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQ 73
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ........MRKIIA....ILILISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQ 73
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ........MKQIIRQFSIGTVAYAI..MQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQK 74
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ........MNHVFRQFSMGAVAIAI..MQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQG 74
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ........MNHVFRQFSMGAVAIAI..MQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQG 74
NTDB id 53756 B5T RS19710 WP 014996282.1 MKICNAIKNRFAPRRWGIRVLAVLACCTASLASAATITALDANMLPGDGMEVRVRFEGAAP.EVKGYSIERPARIALDLVGADSA 84
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ........MNSGLSRLGIALL...AAMFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNK 73
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NTDB id 1039 H0N27 RS01460 WP 031993779.1 LKQ..SKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNKPLP...................VVS 138
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LKQ..SKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNKPLP...................VVS 138
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKVRMTIL 230
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKVRMTIL 230
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNGVISIQ 223
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVITIQ 222
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVITIQ 222
NTDB id 53756 B5T RS19710 WP 014996282.1 QSAQESIRNIDFRRGSDGEGRVVVTLSKPSIPVDVKEEGGRIQARFVGAGVGNELVRRLDVTDFATPVQYVETRTDDGSTVITIE 241
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRTSITIE 241
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 SKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQGDITLRLNDIP 315
NTDB id 1284 ACE17W RS12370 WP 010946666.1 SKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQGDITLRLNDIP 315
NTDB id 1009 ACIAD RS15175 WP 004923730.1 STGSYEYMAYQAENKLTISLKRPQDNV.RLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQGNITLHLKDVP 307
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 WDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLIKDK............ 388
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NTDB id 1052 ABD1 RS15850 WP 001017033.1 WDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSG 391
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 ...................QNSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIR 454
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ...................QNSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIR 454
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ......TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQVMIEARIVRATTSFSKEMGVK 468
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVK 476
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVK 476
NTDB id 53756 B5T RS19710 WP 014996282.1 ...................ATALISERGSVSVDQRTNTLIIQDTVAKLQEIRDLIQQLDIPVQQVLIEARVVVATTDLSDEFGVR 467
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ...................QEGKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVR 470
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VPFYNQVESTASTNSSAGAGTSTASATVTEASF IKDKEAAEVLLRSLKNEVTPNSQVITPEDNGDRKVI IQLVMQDEKVLNDKQVI
NTDB id 1257 GCO85 RS04855 WP 163621000.1 DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AVAFKKAVLSLKVTPQITPDGKILMDLQI 596
NTDB id 1284 ACE17W RS12370 WP 010946666.1 DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AVAFKKAVLSLKVTPQITPDGKILMDLQI 596
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNI 617
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDI 629
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDI 629
NTDB id 53756 B5T RS19710 WP 014996282.1 SSGLIELELSALESEGRGELVATPKVLTADQQPAVIASGQQIPFNVATSSGAT...AVEFIEAELRLEVTPQVTPEGDVIMQLKV 627
NTDB id 1193 PAKAF RS26665 WP 003161249.1 DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGAT...STSFKEAALSLEVTPQITPDNRIIVEVKV 620
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 NQDTPSPQ.TFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRII 680
NTDB id 1284 ACE17W RS12370 WP 010946666.1 NQDTPSPQ.TFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRII 680
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ANDSINSY.AQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIV 701
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SKDSVAGA.APNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIV 713
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SKDSVAGA.APNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIV 713
NTDB id 53756 B5T RS19710 WP 014996282.1 NNDALGSD...LDNPTISTNRVETTVLVNDGETVVLGGIFQQEQINSLIKTPFLGDIPWLGALFRKKVKRDSKQELLIFITPRLV 709
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIM 705
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 TNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 TNALSITTIEGREKDVYK 698
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NDTIVGNH.......... 709
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