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NTDB id 1192 PAKAF RS23870 WP 024947914.1 KKEVPLGVAAD.....ANKLGTIALKPDPADGTADITLTFT...MGGAGPKNKGKIITLTRT............AADGLWKCTSD 138
NTDB id 1204 PSJM300 03935 AFN76865.1 ...GFIGIGAS.....TNYC.TVTLIA...TATGSITC.TT...QNGMPDRFNGKTITIAR.............TTDGLWDCTSD 130
NTDB id 1109 OK783 RS10670 WP 157147416.1 ......GVASA.STIKGKYVQKVEV......AKGVVTAQMAST...GVNKEIQDKKLSLW..........AKRQDGSVKWFCGQP 130
NTDB id 1119 NGFG RS11465 WP 017147169.1 ......GVASPPTDIKGKYVKEVEV......KNGVVTATMLSS...GVNNEIKGKKLSLW..........GRRENGSVKWFCGQP 131
NTDB id 1191 AAC28468.1 484..945( ) SANGLDG..........KYFAPGGV..TVTPDTGAINIAFDAGA.......NAGKTMTITPTVI.......AASGQISTWTCAPG 138
NTDB id 53749 B5T RS17165 WP 014995799.1 ...GCETSAALGNN..TAKVD.....SVATSAAGAITITINTTE...IPQLAGANVLTLVPLTDATTAA.GTAGDPIFGWRCGDT 141
NTDB id 1188 NELON RS01755 WP 003772458.1 AGGGAGGAAAAGTQHASKYVKSV...KVTEASPWDITVAISATEANGIPTGLDGNTIRLFPLVNK.AVP.AATSTGAIDWACASA 158
NTDB id 1424 RS RS02795 WP 011000517.1 ......GSSVF...TPTKNVANLTI.AGTGTVPGQITVTYTT.A.......AGGGTLALVPTAAGTALPVSSAPSGPIMWTCYAQ 141
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