logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1169
1402
1113

TT RS02230 WP 011228203.1
A1552VC RS11075 WP 000648511.1
DSB67 RS12670 WP 010643257.1
AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1252 GCO85 RSO7730 WP 011213805.1
53695 AMEC673 RS14620 WP 014950403.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1169
1402
1113

TT RS02230 WP 011228203.1
A1552VC RS11075 WP 000648511.1
DSB67 RS12670 WP 010643257.1
AAAB5695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1252 GCO85 RSO7730 WP 011213805.1
53695 AMEC673 RS14620 WP 014950403.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1169
1402
1113

TT RS02230 WP 011228203.1
A1552VC RS11075 WP 000648511.1
DSB67 RS12670 WP 010643257.1
AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1252 GCO85 RSO7730 WP 011213805.1
53695 AMEC673 RS14620 WP 014950403.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

8 AEKVF*E Ral i it EvalsEaElie B \.»\RH.L'EgyEEt%ﬁzLE%ﬁzR. AEET%MEED

ERNEDER TENARLIRAD R[GMEM A EjE EPGKGLQAEIRIPALE GPGLK

...... MKTIAPQ KN
MAKNGGFSLFKKEKR|Y

MAKNGGFSLFAKKEKRFI
...... MDKN

PPELT|gH
4L AJSPIF GG S

LOSAKESNL RKQG I\MRK VKKREPLFDRK .....
K

RTIREKRIANBFEG
RNISREKRIANBLEG
* %

PEAR NMA LEVAV TI W8 QR IeR T
IZAIQY FNRAKUMNLRKQG '§N

§VEA T XEAI'R

EG DRKGV K KGE

[T vm@\r

INIF RQLATM
ITIBTRQLATM
ITIFTRQ ATM

*

i éENLHN&Qk igfg

[y SSss s

IT FTRQL TM
IT FTRQL TM

IT F RQLATM
I [ RQ ATM
I FTRQ ATM
IMIFTRQLATM

ITIFTRQLATM
forkok ) kx|

AT R o ol oo i JBLAE 8 o et

(QUANEIRET G VPQFAQ LTDL{¢ ELPLLTRF AVEBIL RAATLP

* 1k | % 5k k 5k %k %k % %k k *

F
E INEFGA LPAFTQEIV
LD LAMYKEK EWIGAELP AJRT QpyV
LD LAMYKEK ANMEY:NARZP L INN T\Y
ISYEGA " LP ATV
SRIFGAELPAFTQI3V
IWIEGAELPAF TRV
INIFGA LPAFTQIRV

INIFGA LPAFTQEIV
*kk ok Dkok | Dskok Dk sk

ATYKEKHEI
A

ATYKEKEEEL

s 0 Dskok sk Doksksk Dk Dl Dokokon |

145
149
148
151
151
148
144
147
150
150

225
229
228
231
231
228
224
227
230
230



o o L ot BB AT et T A
VI lé‘\|7 \R/ Ai Slrb S LE %KK %N St |\/AE
NTDB id 1029 TT RS02230 WP 011228203.1
NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1113 AAA85695.1 219..1451( ) IAR IRFAAGVPLVDEL STAGARGN
NTDB id 1112 NGFG RS09215 WP 003689811.1 IAR IRFAAGVPLVDYL STAGAJ\GN
NTDB id 1252 GC085 RS07730 WP 011213805.1 GEILKAIIARF RTL ITFAAG PLV ALI VAGA
NTDB id 53695 AMEC673 RS14620 WP 014950403.1 G ILJ4KA TARF RTLATTFAAGVPL IAL INAGA
NTDB id 1198 PSJM300 03950 AFN76868.1 ARF RTL TTFAAGVPLVDAL S)YAGA
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
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NTDB id 1029 TT RS02230 WP 011228203.1
NTDB id 1169 A1552VC RS11075 WP 000648511.1 IIGEESGE
NTDB id 1402 DSB67 RS12670 WP 010643257.1 FPI¥RV QMVNIIGEESG
NTDB id 1113 AAA85695.1 219..1451( ) FPNIM QM IGEESG LD MLNKEAIRFYEBEVDNAV[eYL [\
NTDB id 1112 NGFG RS09215 WP 003689811.1 FPNM QMBS IGEESG LD MLWKEVAIRFYEBEVDNAV[E L [
NTDB id 1252 GC085 RS07730 WP 011213805.1 FPNIMV QMVAIGEESGAL MLKVAFYEEV NAVD L H
NTDB id 53695 AMEC673 RS14620 WP 014950403.1 . FPMVQM AIGEESGA D MLBK AjmIYEINEVD WNIVD LTH
NTDB id 1198 PSJM300 03950 AFN76868.1 . TINGTIESUIA QMAIGEESGALD MLSJKVAWEF YENEVDNE(VD LT
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
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NTDB id 1029 TT RS02230 WP 011228203.1 406
NTDB id 1169 A1552VC RS11075 WP 000648511.1 408
NTDB id 1402 DSB67 RS12670 WP 010643257.1 407
NTDB id 1113 AAA85695.1 219..1451( ) 410
NTDB id 1112 NGFG RS09215 WP 003689811.1 410
NTDB id 1252 GC085 RS07730 WP 011213805.1 . 406
NTDB id 53695 AMEC673 RS14620 WP 014950403.1 GGL VAMYLPIF e 402
NTDB id 1198 PSJM300 03950 AFN76868.1 VGGL AMYLPIF e 405
NTDB id 1016 ACIAD RS01680 WP 004920476.1 VGGLV AMYLPIF e 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 VGGLV AMYLPIF . 408
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