
logo ML
INRVVL IVGRLTKRDPVDELRYTPQSNSGTAAVAGTFTSMLAVNRTQFTNAQANSGDEREADF INACVTIWRRKAQSAENVFSANFLTGKKGASLAVAGVEDGRLQTRNYENNQ

NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTRNYENQ 85
NTDB id 53680 C270 RS07430 WP 014974956.1 MINRVVLIGRLTRDVELRYTQSGTAVGTFSLAVNRQFTNQAGEREADFINAVIWRKAAENFSNFTGKGALVAVEGRLQTRNYENN 85
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTRNYENQ 85
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logo QGQRVFYVTEVQVAVEDSNVFQSFLLEPSKRANTEGTGSTGEKQSGRQRSSGDQGNAGYSNQSENTFGPSNNSGNQGSGQYNFGAGSGPQNSDNPSFSGQQVDSGPFAGTGSANPNQQNTGSNANSQRSRTANPAQTAGTQNSNDFTANQADPNDPFAANDNS
NTDB id 113 BSU 40900 NP 391970.1 QGQRVFVTEVQAESVQFLEPKNGGGSGSG..GYNEGNSGGGQYFGGGQNDNP......FGGNQ...NNQRRNQGNSFNDDPFAND 159
NTDB id 53680 C270 RS07430 WP 014974956.1 QGQRVYVTEVVVDNFSLLESRAESEKRRSQNGSSTPSNNGG.NFGA.PSDNSFSGVDPFASANQNSNSQSTATTQNDAPNPFAAS 168
NTDB id 624 LCA RS00040 WP 011373726.1 QGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQS.N.GS........QQSGFTSPQQTGNA...PAANNTQADPFANN 157
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NTDB id 113 BSU 40900 NP 391970.1 .GKPIDISDDDLPF 172
NTDB id 53680 C270 RS07430 WP 014974956.1 GNTEIDISDDDLPF 182
NTDB id 624 LCA RS00040 WP 011373726.1 .GQAIDISDDDLPF 170
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X non conserved

X similar

X ≥ 50% conserved


