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NTDB id 53678 C270 RS07315 WP 014974933.1 .........MKQYSLTKIVLTGIIAGVIGGSALLYGQR..GVENLQTSTQKVNTKASETSTIPKNATATTAYDKISDAVVSVLNF 74
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKSFSNNGK.......TTVSNVIYDTKSNTTKAVKNVKNTVVSVINY 78
NTDB id 425 SGO RS10525 WP 012131081.1 .MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNNNQ.....KTATTVTTSYKNSNSTTEAVDKVKDAVVSVITY 79
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTEST.SN.....NNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SN.....NNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SN.....NNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 181 SPR RS10425 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SN.....NNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 145 SP RS11450 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SN.....NNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
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NTDB id 53678 C270 RS07315 WP 014974933.1 SQTGQRRYE................ESSEGSGVIYKKAGDSAYIVTNNHVISGASKIQVMMHDGKKVEASLVGKDIMTDLAVLKM 143
NTDB id 381 SMU RS09890 WP 002262650.1 QKTDNSYYNYDSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSDTYSDLAVIKI 163
NTDB id 425 SGO RS10525 WP 012131081.1 SESNSDAIF.....DNNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTDTYSDISVVRI 159
NTDB id 539 SM12261 RS09395 WP 000681587.1 SANRQNSVF.....GNDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKI 158
NTDB id 256 KZH43 RS10270 WP 000681597.1 SANRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKI 158
NTDB id 215 SPD RS10945 WP 000681597.1 SANRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKI 158
NTDB id 181 SPR RS10425 WP 000681597.1 SANRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKI 158
NTDB id 145 SP RS11450 WP 000681597.1 SANRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKI 158
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NTDB id 53678 C270 RS07315 WP 014974933.1 DAKNVTATASFGDSNKIQVGQKVLAIGSPLGSQYASSVTQGIISAKKRLVEASSENGQSYGGSTVIQTDAAINPGNSGGPLINFA 228
NTDB id 381 SMU RS09890 WP 002262650.1 SSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETIS.TNAIQTDAAINPGNSGGALINIK 247
NTDB id 425 SGO RS10525 WP 012131081.1 PADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIA.TQAIQTDAAINPGNSGGPLVNIQ 243
NTDB id 539 SM12261 RS09395 WP 000681587.1 SSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDTAINPGNSGGPLINIQ 242
NTDB id 256 KZH43 RS10270 WP 000681597.1 SSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDTAINPGNSGGPLINIQ 242
NTDB id 215 SPD RS10945 WP 000681597.1 SSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDTAINPGNSGGPLINIQ 242
NTDB id 181 SPR RS10425 WP 000681597.1 SSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDTAINPGNSGGPLINIQ 242
NTDB id 145 SP RS11450 WP 000681597.1 SSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDTAINPGNSGGPLINIQ 242
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NTDB id 53678 C270 RS07315 WP 014974933.1 GQVIGINSMKLSSS...SSGTSVEGMGFAIPSDQVVNIVNELVKNGKITRPAIGISLVELSEITVDDQKALLKIPETVTGGVVVM 310
NTDB id 381 SMU RS09890 WP 002262650.1 GQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTSGR.DTLKIPSDVTSGIVVL 331
NTDB id 425 SGO RS10525 WP 012131081.1 GQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSSSS.DRLKLPDNVKNGVVVR 325
NTDB id 539 SM12261 RS09395 WP 000681587.1 GQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTSDI.RRLNIPSNVTSGVVVR 322
NTDB id 256 KZH43 RS10270 WP 000681597.1 GQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDI.RRLNIPSNVTSGVIVR 322
NTDB id 215 SPD RS10945 WP 000681597.1 GQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDI.RRLNIPSNVTSGVIVR 322
NTDB id 181 SPR RS10425 WP 000681597.1 GQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDI.RRLNIPSNVTSGVIVR 322
NTDB id 145 SP RS11450 WP 000681597.1 GQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDI.RRLNIPSNVTSGVIVR 322
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NTDB id 53678 C270 RS07315 WP 014974933.1 GTTDNGPAAKAGLKKYDVITAIEGKTVAGQADLREELYKHKLGDTISVTYYHQATKHTVNIKLTQKLGS.... 379
NTDB id 381 SMU RS09890 WP 002262650.1 STQSGM.PADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVEIQLTKTSQDLNH. 402
NTDB id 425 SGO RS10525 WP 012131081.1 STQTGM.PADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTTIKLTKSTDDLSSE 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 SVQSNM.PANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLDKSSGDLES. 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 SVQSNM.PANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES. 393
NTDB id 215 SPD RS10945 WP 000681597.1 SVQSNM.PANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES. 393
NTDB id 181 SPR RS10425 WP 000681597.1 SVQSNM.PANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES. 393
NTDB id 145 SP RS11450 WP 000681597.1 SVQSNM.PANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES. 393
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