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NTDB id 1384 A4U84 RS08525 WP 010787006.1 QLN.LNDPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHLYKSLSIQLASRLISRIKLLAKLDISELRQPQDGQFS 193
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 FTTALADTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQLGFNPQQQTTLLNALKQPQGLILVTGPTGSGKSITLYSALNYLN. 277
NTDB id 1468 ASU2 RS05090 WP 014991734.1 FKTVTAETLDFRVSSLPTSFGEKIVLRLQKNKPTHFDFLELGFSPEQKQLLLTALHQPQGLILVTGPTGSGKSITLYSALNYLN. 277
NTDB id 1028 TT RS08215 WP 011173991.1 YREG.AIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIA. 666
NTDB id 53445 KJS48 RS11540 WP 003153083.1 LPLP.TETVHLRMSTLPTMNDESLVIRLLPK.RQIPPLDKLSLFRGAGAALLSFLKHSHGLLLFTGPTGSGKTTTLYSLVNYAKR 163
NTDB id 96 BSU 24730 NP 390353.1 LKLK.EGNVHLRMSTLPTINEESLVIRVMPQ.YNIPSIDKLSLFPKTGATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQYAKK 163
consensus ** ******!*!*!!!***!**!*!**** ***** !** * *** ** * !****!!!!!!!!* !**!*****

logo

N
Q
T
H
M
P
S
F
E
D
N
K
R
R
H
N
T
I
Q
L
VTI

A
LEDP I

VEYITREDIDPEDGLIVNILQVTQVNPERAQSKI
A
Q
G
V
L
D
T
Y
F
A
S
R
A
Q

A
G
LLKRTAI

FLRHQDPDMI I IMVLGE IRDEQSAESTAKEMIATLVERASALMQTGHLVI
L
A
T
S
S
TLHTRNDAALPKQGSAVI

NTDB id 1384 A4U84 RS08525 WP 010787006.1 QMDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLRQDPDIIMLGEIRDEESAKMALRASQTGHLVLSTLHTNDALSAV 362
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 LSRTAKKFDKQTAYLDFSSLRESAKQKIEQQLT..NETEVDRVLGYE.......................... 461
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