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WILF MGG NCASNR G MV IR E IR AR VWA TERONQARLSASKESAL TED LN QI L AKDN F{G@IL TR H{ER SENHK QE
NILF MGG CA SRR 4 SV I E R R AR VIWATERONQARLSASKESIL TED L§QINL AKDN F{G@IL T H{€R SEMHK QE
MWKKKKVKAGVLLYAVT AAIFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKIAEQESGEQEFNLGQVSYQNKK
MWKKKKVKAGVLLYAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQEFNLGQVSYQNKK
MWKKKKVKAGVLLYAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQIJFNLGQVSYQNKK

MWKKKKVKAGVLLYAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQRIFNLGQVSYQNKK
MWKKKKVKAGVLLYAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQRFNLGQVSYQNKK
MWKKEKVKAGVLLYAVT AAIFSLLLQFYLNRQVAHYQDYBLNKEKLVAFAMAKRTKDKVEQESGEQMFNLGQVSYQNKK

T VTR S GGG e o GER

129

129
TSLVT.VRTS.KSQYEFLFPSVKIKEEKRDKKEEVATDSSE. 137
TMLVTRVRTIPKSQOYEFLFPSVKIKEEKRDKKEEVATDSSER 137
TILVTRVRTPKSQYEFLFPSVKIKEEKRDKKEEVATDSSER 137
TIMLVTRVRTIMKSQYEFLFPSVKIKEEKRDKKEEVATDSSER 137
TLVTRVRTPMKSQYEFLFPSVKIKEEKRDKKEEVATDSSER 137
TRIL VTH{VR T8 137
TRILVTRVR T)g8 137
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X non conserved
B similar
> 50% conserved



