logo

NTDB id 53338 HMPREF1038 RS03985 WP 000491790.1
NTDB id 259 KZH43 RS03480 WP 000491790.1

NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1

NTDB id 363 SMU RS05195 WP 002262215.1
consensus

logo

NTDB id 53338 HMPREF1038 RS03985 WP 000491790.1
NTDB id 259 KZH43 RS03480 WP 000491790.1

NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1

NTDB id 363 SMU RS05195 WP 002262215.1
consensus

logo

NTDB id 53338 HMPREF1038 RS03985 WP 000491790.1
NTDB id 259 KZH43 RS03480 WP 000491790.1

NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1

NTDB id 363 SMU RS05195 WP 002262215.1
consensus

logo

NTDB id 53338 HMPREF1038 RS03985 WP 000491790.1
NTDB id 259 KZH43 RS03480 WP 000491790.1

NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1

NTDB id 363 SMU RS05195 WP 002262215.1
consensus

logo

NTDB id 53338 HMPREF1038 RS03985 WP 000491790.1
NTDB id 259 KZH43 RS03480 WP 000491790.1

NTDB id 218 SPD RS03780 WP 000491790.1

NTDB id 184 SPR RS03565 WP 000491790.1

NTDB id 148 SP RS03910 WP 000491790.1

NTDB id 363 SMU RS05195 WP 002262215.1
consensus

SYLATOOENREVFTFST TLGY StV T LSV RATEE LEV

MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR
MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR
MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR

MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR
MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR,

APV ISE By LTS AR L LR L um CEELRL ETSSST

ADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTN
ADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTN
ADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTN
ADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTN
ADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVENSYGQEEIYRVILMETNISSVSTN

AT SELECLRER, W A5 LTRSS SRS AR

IKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLE
IKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLE
IKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLE
IKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLE
IKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQONRLE
Q
RN NEE

1AM O LR R SLULRL) I PSRN [SEVRIARER

TLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRI
TLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRI
TLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRI
TLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRI
TLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFENTTFTNYEMIASENNRVFRFENRI

LFRKPEATIJMDNISESTIASSLEEVRNMRUILTESYLLNLARRDDGIKPE §E [(giFF DTFINYEMIAREN[ Ke¥ IRIN
N N ] [ I

AOIVIALLRL LAY EED E OFL TRV L T R R

HRTIVIDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGF
HRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTROKGGF
HRTIVIDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGF

HRTIVIDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGF
HRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGF

(0 TINTDIGNLLKQLMTILFDNAVKYT IDGEI|® KEYTDREILIGFEIV DNG[GISPEDKKKIFDRFYRVDKARTRQKGGEF
N N 110 RS I

160
160
160
160
160
157

240
240
240
240
240
237

320
320
320
320
320
317

400
400
400
400
400
397



LA VNI IEROACT i

NTDB id 53338 HMPREF1038 RS03985 WP 000491790.1 [GNGRIWN(ANRMINHIHRARBINIGICINRIANOVUNNNICEey 444

NTDB id 259 KZH43 RS03480 WP 000491790.1 GLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK
NTDB id 218 SPD RS03780 WP 000491790.1 GLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKKEEZY
NTDB id 184 SPR RS03565 WP 000491790.1 GLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK

NTDB id 148 SP RS03910 WP 000491790.1 GLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK Y
NTDB id 363 SMU RS05195 WP 002262215.1 435
consensus

KX non conserved
B similar
>507% conserved



