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NTDB id 1120 NGFG RS10355 WP 020997408.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAPAEQVAPAVRHKHALEAWRNAEKRALARQAAEAALEWE 77
NTDB id 1122 OK783 RS09595 WP 003705341.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAPAEQVAPAVRHKHALEAWRNAEKRALARQAAEAALEWE 77
NTDB id 1361 HI 0985 AAC22646.1 ....MNDITYTLLRLMQVPKLGGVGIDKILSNITLNELLNYD.DVAFRQMGWGAIQIRRWFK.....PEAKFIEPALVWS 70
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .....MTHLTKLLALLQVPQLGAQRIGRLLSEVDFGEFCQYD.KTALKQMGWNERQIQRWFN.....PEHKWIDQALQWA 69
NTDB id 53336 KI226 RS02240 WP 088222409.1 .....MTLTEIWLRLIQVGDLYGDKMLNAAQCL..LRNPDNI.TPALYQAGLTARQIARFQA.....LTAREVENSLAWL 67
NTDB id 1445 BW25113 RS17035 WP 000228551.1 .....MVDTEIWLRLMSISSLYGDDMVRIAHWV..AKQSHID.AVVLQQTGLTLRQAQRFLS.....FPRKSIESSLCWL 67
NTDB id 1399 DSB67 RS15600 WP 010645755.1 MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSKDTPSNIVQYS.TEQLQLLGLTAKQLQAW.S.....QVDKEVDACLTWV 73
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ...MKDQDLAAWLALCFTPKLGSKTISHLLATRLPAQLQSFT.PKQWLACGLKPEQLVFLTT.....QAAKQAEQCLQWR 71
consensus * *! ! ** *** * ** * * * ** * * ** ! !

logo

A
Q
S
M
E
K
Q
R
A
A
E
S
P
D
D
Q
S
N
G
Q
C
N
H
Q
R
H
H
I
Y
L
V
L
M
I
L
V
N
P
L
T
P
Y
A
L
A
D
H
S
F
Q

C
S
D
A
V
P
E
A
F
L
D
F
YPREFPMQLLLRTKEAQGITAENSTVLADSTFPSYAPGPALVLF ILVKERGDIENAPWLVAHSTERCISLAVLPTSHDLKQSFRPASQMVAILGAMVIVGSRDYAHNCYHATSHTPVWDQYAGLRMEHYQRHIWTGAGKRLTDHQLFSCGAASERTDQTAELSAGVHKLTGQARSYHKDQGFMVILAIVPTTIVVTSGMLAI

R
S
L

NTDB id 1120 NGFG RS10355 WP 020997408.1 MRDGCRLM.LLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTVSGMAS 156
NTDB id 1122 OK783 RS09595 WP 003705341.1 MRDGCRLM.LLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTVSGMAS 156
NTDB id 1361 HI 0985 AAC22646.1 QKEGNHLV.NYFSPFYPFLLKQTASFPPLLFVKGNLTALSQRQMAMVGSRYCTTYGEYWAKHFATELSLAGFTITSGLAL 149
NTDB id 1388 A4U84 RS04945 WP 062924099.1 EQDQQQIL.TLFDEDYPFLLKQISTAPPVLFVRGNVESLSLPQIAIVGSRDYSHYGEHWAGHFSAELVKHQLAVTSGLAI 148
NTDB id 53336 KI226 RS02240 WP 088222409.1 EAPDHHLL.LASDVAFPPQLRAIEDYPGALFVEGDPAILTSPQLGVVGSRAHSWYGERWGRQLCEQLVHYGMTITSGLAL 146
NTDB id 1445 BW25113 RS17035 WP 000228551.1 EQPNHHLI.PADSEFYPPQLLATTDYPGALFVEGELHALHSFQLAVVGSRAHSWYGERWGRLFCETLATRGVTITSGLAR 146
NTDB id 1399 DSB67 RS15600 WP 010645755.1 AASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCLPQPQIAMVGSRNASVDGLQHTRTFASDLVQHDLIVTSGLAL 153
NTDB id 1152 A1552VC RS00200 WP 000654772.1 SAANNRYIVTPHCPLYPRLLKEINSSPPVLFIEGIWEAVHDPAVAIVGSRNASVDGRQIARQFATELAQSGLVVTSGLAL 151
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NTDB id 1120 NGFG RS10355 WP 020997408.1 GIDTAAHQGALEAEGGTIAVWGTGIDRIYPPANKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVE 235
NTDB id 1122 OK783 RS09595 WP 003705341.1 GIDTAAHQGALEAEGGTVAVWGTGIDRIYPPANKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVE 235
NTDB id 1361 HI 0985 AAC22646.1 GIDGHCHQAVVNIQGQTIAVLGSGLEQIYPSKHQRLSAQIIENNGALVSEFLPNQAPIAANFPRRNRIISGLSVGTLVVE 229
NTDB id 1388 A4U84 RS04945 WP 062924099.1 GIDGFCHQRAANENGITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPIAENFPRRNRIISGLSLGTLVIE 228
NTDB id 53336 KI226 RS02240 WP 088222409.1 GIDSIAHRAALDARGKTIAVLGNGLYSVYPKRHRTLAASIVASGGALISEFPLSAVPWSANFPRRNRIISGLSRGVLVVE 226
NTDB id 1445 BW25113 RS17035 WP 000228551.1 GIDGVAHKAALQVNGVSIAVLGNGLNTIHPRRHARLAASLLEQGGALVSEFPLDVPPLAYNFPRRNRIISGLSKGVLVVE 226
NTDB id 1399 DSB67 RS15600 WP 010645755.1 GIDGHAHDGALLAGGKTIAVLGSGLEQVYPARHRGLAQRVAE.NGALVSEFRPDAKPRAENFPRRNRIISGLSLGVLVVE 232
NTDB id 1152 A1552VC RS00200 WP 000654772.1 GIDGYAHDGALQAQGQTVAVLGSGLAQVYPKQHQGLAERIIA.QGALVSEFAPHTPPKADHFPRRNRIISGLSLGVVVVE 230
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NTDB id 1120 NGFG RS10355 WP 020997408.1 AALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNTGASSYSINKDTPDTGR 315
NTDB id 1122 OK783 RS09595 WP 003705341.1 AALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNTGASSYSINKDTPDTGR 315
NTDB id 1361 HI 0985 AAC22646.1 ATEKSGSLITARYALEQNREVFAVPGNIQNKSSQGCHRLIKQGAMLVENAKDILETLYQHS..IH......SQTEIDFDQ 301
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ATVNSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILEAIAWQRQSVH......IQPSL.FDT 301
NTDB id 53336 KI226 RS02240 WP 088222409.1 AALKSGSLVTARCALEQGREVYALPGPLGNPGCEGPHSLIKQGATLVTCAEDILENLQYGLHWVP......DHSD..... 295
NTDB id 1445 BW25113 RS17035 WP 000228551.1 AALRSGSLVTARCALEQGREVFALPGPIGNPGSEGPHWLIKQGAILVTEPEEILENLQFGLHWLP......DAPE..... 295
NTDB id 1399 DSB67 RS15600 WP 010645755.1 AAEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSLLDWSI......NQSL..... 301
NTDB id 1152 A1552VC RS00200 WP 000654772.1 AAEKSGSLITARYAAEQGREVFVVPGSIFNAASQGSNQLIRQGACLVQSVQQIHQELKNALTWSL......SEQVP.Y.. 301
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NTDB id 1120 NGFG RS10355 WP 020997408.1 RTVQTAYAPPPAAKMPSEGAAGGTAVGGILDKMGFDPIHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQRIRT 395
NTDB id 1122 OK783 RS09595 WP 003705341.1 RAVQTAYAPPPAAKMPSEGAAGGTAVGGILDKMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQRIRT 395
NTDB id 1361 HI 0985 AAC22646.1 IA.VPNYTPPPDPR...RL.VEAPSHPKLYSRIGYTPVSIDDLAEEFNLSVDVLLVQLLDLELQDLIISENGLYKRV... 373
NTDB id 1388 A4U84 RS04945 WP 062924099.1 KP...KQAVKSEPKFAKNLPELTACQQQLFEQISLEPISVDDLAKATDMAVETALIELLNLELLGVVKQVRGGYVIT... 375
NTDB id 53336 KI226 RS02240 WP 088222409.1 ...........NVINSPEPDNPALPFPELLANVGDEVTPVDVVAERAGQPVPVIVAQLLELELAGWIAVVPGGYVRLRRA 364
NTDB id 1445 BW25113 RS17035 WP 000228551.1 ...........NSFYSPDQQDVALPFPELLANVGDEVTPVDVVAERAGQPVPEVVTQLLELELAGWIAAVPGGYVRLRRA 364
NTDB id 1399 DSB67 RS15600 WP 010645755.1 ............DLFSAPIDEEELPFPQLLANVGNEATPVDILASRTNIPVQEVMMQLLELELSGHVVAVSGGYIRKGRG 369
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ..........QATLFSAVQSDEELPFPELLANVGIEATPIDILASRTQIPVQDIMMQLLELELLGHVVAVPGGYIRKGRG 371
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