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NTDB id 53295 KI228 RS02300 WP 061069304.1 .....MTRTEIWLRLMAVNELFGDEMVRVAHGLI...SQPAIDIAALRRAGLSPSQATRFLT.....FPEKELERTLRWL 67
NTDB id 1445 BW25113 RS17035 WP 000228551.1 .....MVDTEIWLRLMSISSLYGDDMVRIAHWVA...KQSHIDAVVLQQTGLTLRQAQRFLS.....FPRKSIESSLCWL 67
NTDB id 1250 GCO85 RS13065 WP 027219989.1 .....MNNLQPLLALNRMKRIGPRTVLKLQKRWPDLNLMFQLS.....SVDLEEAGLPSWLAQTIKNFDPDFIKTDLNWL 70
NTDB id 1466 ASU2 RS09750 WP 015674213.1 ......MSQTDLLKLLQIPQLGAQRIARLLSEVD.FAQFCQYDKRQLQQIGWNEKQIQRWFN.....PEKRWIESALAWA 68
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .....MTHLTKLLALLQVPQLGAQRIGRLLSEVD.FGEFCQYDKTALKQMGWNERQIQRWFN.....PEHKWIDQALQWA 69
NTDB id 1399 DSB67 RS15600 WP 010645755.1 MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSKDT.PSNIVQYSTEQLQLLGLTAKQLQAW.S.....QVDKEVDACLTWV 73
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ...MKDQDLAAWLALCFTPKLGSKTISHLLATRL.PAQLQSFTPKQWLACGLKPEQLVFLTT.....QAAKQAEQCLQWR 71
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NTDB id 53295 KI228 RS02300 WP 061069304.1 ELP.HHHLLLADSEDYPAQLRAIEDYPGAVFVVGSPRCLHDFQLAVVGSRTPSWYGERWGQMFCEKLASWDITITSGLAR 146
NTDB id 1445 BW25113 RS17035 WP 000228551.1 EQP.NHHLIPADSEFYPPQLLATTDYPGALFVEGELHALHSFQLAVVGSRAHSWYGERWGRLFCETLATRGVTITSGLAR 146
NTDB id 1250 GCO85 RS13065 WP 027219989.1 SSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQPSLAIVGSRNASVTGNENARAFSREISRHGVSIVSGLAL 150
NTDB id 1466 ASU2 RS09750 WP 015674213.1 EQP.NQRLLTLFDEEYPFLLRQISTAPPVLFVRGSISSLSLPQIAIVGSRDFSAYGEYWAGYFSEQLIKHHLAVTSGLAI 147
NTDB id 1388 A4U84 RS04945 WP 062924099.1 EQD.QQQILTLFDEDYPFLLKQISTAPPVLFVRGNVESLSLPQIAIVGSRDYSHYGEHWAGHFSAELVKHQLAVTSGLAI 148
NTDB id 1399 DSB67 RS15600 WP 010645755.1 AASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCLPQPQIAMVGSRNASVDGLQHTRTFASDLVQHDLIVTSGLAL 153
NTDB id 1152 A1552VC RS00200 WP 000654772.1 SAANNRYIVTPHCPLYPRLLKEINSSPPVLFIEGIWEAVHDPAVAIVGSRNASVDGRQIARQFATELAQSGLVVTSGLAL 151
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NTDB id 53295 KI228 RS02300 WP 061069304.1 GIDGIAHRAAIQAKGKSIAVLGNGLQSVYPRRHAGMADALLETGGALVSEFPLMMAPLPRNFPRRNRIISGLSKGVLVVE 226
NTDB id 1445 BW25113 RS17035 WP 000228551.1 GIDGVAHKAALQVNGVSIAVLGNGLNTIHPRRHARLAASLLEQGGALVSEFPLDVPPLAYNFPRRNRIISGLSKGVLVVE 226
NTDB id 1250 GCO85 RS13065 WP 027219989.1 GIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITE.NGLLLSEFPLKSPPIAGHFPLRNRIISGLSLCILVIE 229
NTDB id 1466 ASU2 RS09750 WP 015674213.1 GIDGFCHQRAVAEQGITIAVLGSGLDQVYPARHKKLAEQIVESGGALVSEFFPNHPPLAENFPRRNRIISGLSLGTLVVE 227
NTDB id 1388 A4U84 RS04945 WP 062924099.1 GIDGFCHQRAANENGITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPIAENFPRRNRIISGLSLGTLVIE 228
NTDB id 1399 DSB67 RS15600 WP 010645755.1 GIDGHAHDGALLAGGKTIAVLGSGLEQVYPARHRGLAQRVAE.NGALVSEFRPDAKPRAENFPRRNRIISGLSLGVLVVE 232
NTDB id 1152 A1552VC RS00200 WP 000654772.1 GIDGYAHDGALQAQGQTVAVLGSGLAQVYPKQHQGLAERIIA.QGALVSEFAPHTPPKADHFPRRNRIISGLSLGVVVVE 230
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NTDB id 53295 KI228 RS02300 WP 061069304.1 AALRSGSLVTARCALEQGREVFAIPGPIGNPGSEGPHWLVKQGATLVTAPEEIMENLQYGLHWLPDEP...EKSLYSSDQ 303
NTDB id 1445 BW25113 RS17035 WP 000228551.1 AALRSGSLVTARCALEQGREVFALPGPIGNPGSEGPHWLIKQGAILVTEPEEILENLQFGLHWLPDAP...ENSFYSPDQ 303
NTDB id 1250 GCO85 RS13065 WP 027219989.1 AAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHH.....QFTSNKPIFSL.. 302
NTDB id 1466 ASU2 RS09750 WP 015674213.1 ATVNSGSLITARYALEQGREVFALPNSVQNPYAQGCHKLIKEGAVLTETIEDILQAIQ....YQLP.DQPRQQALFETEQ 302
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ATVNSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILEAIA....WQRQ.SVHIQPSLFDTKP 303
NTDB id 1399 DSB67 RS15600 WP 010645755.1 AAEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSLLDWSINQSL....DLFSAPI 308
NTDB id 1152 A1552VC RS00200 WP 000654772.1 AAEKSGSLITARYAAEQGREVFVVPGSIFNAASQGSNQLIRQGACLVQSVQQIHQELKNALTWSLSEQVPYQATLFSAVQ 310
consensus !***!!!!*!!!*!*!!*!*!***!*** ** * ! * !***!! !* ****** ** * * * **** *



logo

A
D
E
K
Q
S

E
G
Q
V
D

A
V
E
KTQFFAKANA

M
P
V
K
N
K
S
E
V
N
P
H
KFAKKNLPELMET

A
S
A
L
G
C
P
K
Q
F
E
Q
P
N
E
Q
I
L
F
V
L
K
E
A
F
H
Q
N
I
V
S
G
F
I
N
D
L

N
E
T
A
P
V

I
T
T
S
P
I
VDQDIV I

V
L
I
A
D
E
K
S

A
R
S
A
T
A
D
N
Q
G
L
M
Y
I
Q

A
E
G
P
M
V
P
Q
E
D
Q
T
E
A
I
L
V
T
L
M
V

A
I
S
T
V
M

G
E
QLALGNELELKSALSGAHVWI

V
I
A
K
V

V
Q
AVRSPGGYI

V
NTDB id 53295 KI228 RS02300 WP 061069304.1 EGA........................ALPFPELLANVGDEVTPVDVVAERAGQPVPEVVAQLLELELAGWIAVVPGGYV 359
NTDB id 1445 BW25113 RS17035 WP 000228551.1 QDV........................ALPFPELLANVGDEVTPVDVVAERAGQPVPEVVTQLLELELAGWIAAVPGGYV 359
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ...........................ASGKENLVKFIGFETTTIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPGGYI 355
NTDB id 1466 ASU2 RS09750 WP 015674213.1 AVEKTQFFAKANMPNKVNHFAKKLPEMTACQQQIVEHIGLNPISIDDLAKATALEVETLLVELLGLELLSVIKQVSGGYV 382
NTDB id 1388 A4U84 RS04945 WP 062924099.1 KQ..........AVKSEPKFAKNLPELTACQQQLFEQISLEPISVDDLAKATDMAVETALIELLNLELLGVVKQVRGGYV 373
NTDB id 1399 DSB67 RS15600 WP 010645755.1 DEE........................ELPFPQLLANVGNEATPVDILASRTNIPVQEVMMQLLELELSGHVVAVSGGYI 364
NTDB id 1152 A1552VC RS00200 WP 000654772.1 SDE........................ELPFPELLANVGIEATPIDILASRTQIPVQDIMMQLLELELLGHVVAVPGGYI 366
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NTDB id 53295 KI228 RS02300 WP 061069304.1 RLRRACHVRRTNVFV 374
NTDB id 1445 BW25113 RS17035 WP 000228551.1 RLRRACHVRRTNVFV 374
NTDB id 1250 GCO85 RS13065 WP 027219989.1 RCEYER......... 361
NTDB id 1466 ASU2 RS09750 WP 015674213.1 RQ............. 384
NTDB id 1388 A4U84 RS04945 WP 062924099.1 IT............. 375
NTDB id 1399 DSB67 RS15600 WP 010645755.1 RKGRG.......... 369
NTDB id 1152 A1552VC RS00200 WP 000654772.1 RKGRG.......... 371
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