
logo MI
LNRAVVLTVGRLTKRDPVEDLRYTPQSNSGTAAVAGSTFTSMLAVDNRTQFTNAQNQSGDEREADF INCVTIWRRKQSAENVFANFLTVHKKGSLAVGI

VDGR I
LQTR

NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 53256 LBUCD034 RS00050 WP 014939036.1 MLNRAVLTGRLTRDVDLRYTQSGTAVGSFSLAVDRQFTNQQGEREADFINCVIWRKSAENFANFVHKGSLVGIDGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!!*!!*!!!!*!**!!!! *!*!!**!**!!*!*!!!**!*!!!!!!!!!*!!**!!!*!!!**!!!!*!*!!!*!!!

logo NYENAQQGQRVFYVTEVQVAVDESNVFAQSFLLESPKRNSTAGTGRTEGNNQSGRSNQSGDQGQNGGNAYNPEQGQNNSGAGNAGSNQNTYFDGNGNSGHNQSNSANGSTGQNQSGNQSNDNNGPGFGNTGNSNPTQQNNTGGNGNQRN
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSG....GYNEGNSGGGQYFGGG..........QNDNPFGGNQN..NQR 144
NTDB id 53256 LBUCD034 RS00050 WP 014939036.1 NYENAQGQRVYVTEVVVENFALLEPRSARNNSNGQQNGNAPQQNNGNANTFDNHSNAGTGNSGNSNNNGGNNPTNNGGNN 160
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDG..........ASQNFNSNQSNGSQQSG......FTSPQQT..GN 142
consensus !!!!*!!!!!*!!!!***** *!!**** * *! * **** ! ** *** * * * *** **
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GNSNFNTNPQADNDPFANDNSGDKQAPS IDI SDDDLPF

NTDB id 113 BSU 40900 NP 391970.1 RNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 53256 LBUCD034 RS00050 WP 014939036.1 GNNGNNNPNDPFANSGDSIDISDDDLPF 188
NTDB id 624 LCA RS00040 WP 011373726.1 APAANNTQADPFANNGQAIDISDDDLPF 170
consensus ****!* * !!!!! ! !!!!!!!!!!
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X ≥ 50% conserved


