
logo MRYITVENDLSFYYDKEPVLEHIHNYCFSLVDSGEFVTLTGENGAAKTTL IKASLGI LQPKRHIGEKVAKTI SKI
TNTQGKKLR IAYLPQQIASFN

NTDB id 435 SGO RS09490 WP 012130955.1 MRYITVENLSFYYDKEPVLEHIHYFLDSGEFVTLTGENGAAKTTLIKASLGILQPKHGEVKISKINTQGKKLRIAYLPQQIASFN 85
NTDB id 52981 STYK RS09915 WP 261804981.1 MRYITVEDLSFYYDKEPVLEHINYSVDSGEFVTLTGENGAAKTTLIKASLGILQPRIGKVTISKTNTQGKKLRIAYLPQQIASFN 85
NTDB id 438 SPR RS10080 WP 001269474.1 MRYITVEDLSFYYDKEPVLEHINYCVDSGEFVTLTGENGAAKTTLIKASLGILQPRIGKVAISKTNTQGKKLRIAYLPQQIASFN 85
consensus !!!!!!!*!!!!!!!!!!!!!!*! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!*! !!!*!!!!!!!!!!!!!!!!!!!!

logo AGFPSTVYEFVKSGRYPRKGWFRRLNEAHDEEHIKASLEDSVGMWEHRDKRI
LGSLSGGQKQRAVIARMFASDPDI

VFVI LDEPTTGMDA
NTDB id 435 SGO RS09490 WP 012130955.1 AGFPSTVYEFVKSGRYPRKGWFRRLNEHDEEHIKASLESVGMWEHRDKRIGSLSGGQKQRAVIARMFASDPDIFVLDEPTTGMDA 170
NTDB id 52981 STYK RS09915 WP 261804981.1 AGFPSTVYEFVKSGRYPRKGWFRRLNAHDEEHIKASLDSVGMWEHRDKRLGSLSGGQKQRAVIARMFASDPDVFILDEPTTGMDA 170
NTDB id 438 SPR RS10080 WP 001269474.1 AGFPSTVYEFVKSGRYPRKGWFRRLNAHDEEHIKASLDSVGMWEHRDKRLGSLSGGQKQRAVIARMFASDPDVFILDEPTTGMDA 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!!

logo GSKDNEFYKELMHHSAHKHHGKAVLMITHDPEEVKKDYADRNIHLVRNQDSPWRCFNVHESNDGNNQGQEVSGHA
NTDB id 435 SGO RS09490 WP 012130955.1 GSKDEFYKLMHHSAHKHGKAVLMITHDPEEVKKYADRNIHLVRNQDSPWRCFNVHESDNGQEVSHA 236
NTDB id 52981 STYK RS09915 WP 261804981.1 GSKNEFYELMHHSAHHHGKAVLMITHDPEEVKDYADRNIHLVRNQDSPWRCFNVHENNQ..EVGHA 234
NTDB id 438 SPR RS10080 WP 001269474.1 GSKNEFYELMHHSAHHHGKAVLMITHDPEEVKDYADRNIHLVRNQDSPWRCFNVHENGQ..EVGHA 234
consensus !!!*!!!*!!!!!!!*!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!* * !!*!!

X non conserved

X similar

X ≥ 50% conserved


