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MKKISLLLV[§LI® FLVACSNQKJSADGKLNIVTTFYPVYEFTKQVAGDIBANV LLIGAGTEPH YEPSAKAVAQIQDADEFVYEN
MKKISLLLVSLCALFLVACSNQKQADGKLNIVTTFYPVYEFTKQVAGDTANVELLIGAGTEPHEYEPSAKAVAKIQDADTFVYEN
MKKISLLLASLCALFLVACSNQKQADGKLNIVTTFYPVYEFTKQVAGDTANVELLIGAGTEPHEYEPSAKAVAKIQDADTFVYEN
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ENMETWVPILLISTLIQUKKI¥RYTKATGIWMLLLPGGEEEQADH HGEEGHHH YDPHVWLSPIYRAI{N VEHIRDSLSEEAYP KKEWAF
ENMETWVPKLLDTLDKKKVKTIKATGDMLLLPGGEEEEGDHDHGEEGHHHEYDPHVWLSPVRAIKLVEHIRDSLSADYPDKKETF
ENMETWVPKLLDTLDKKKVKTIKATGDMLLLPGGEEEEGDHDHGEEGHHHE DPHVWLSPVRAIKLVEHIRDSLSADYPDKKETEF

s A 0 S T

EKNAAAYTIJSK ALDK|RYISAGL AKQKSFVTQHAAFNYLALDYGLKQVIJISGLSPD EPSA RLAELTEY KKNKIIJYIYFEEN
EKNAAAYIEKLQALDKAYAEGLSQAKQKSFVTQHAAFNYLALDYGLKQVAISGLSPDAEPSAARLAELTEYVKKNKIAYIYFEEN
EKNAAAYIEKLQ LDKAYAEGLSQAKQKSFVTQHAAFNYLALDYGLKQVAISGLSPDAEPSAARLAELTEYVKKNKIAYIYFEEN

AL IMPLES TEEoTR s ExAALKGTTIRE ol A AT RN

ASQALABTL KEQNGVIRSDVLNPLESLTEENTKINGE YIS M BINLKALKITTDQEGIRAIEWAEKIREDTKTVQNGYFED AVKDRTL
ASQALANTLSKEAGVKTDVLNPLESLTEEDTKAGENYISVMEKNLKALKQTTDQEGPAIEPEKAEDTKTVQNGYFEDAAVKDRTL
ASQALANTLSKEAGVKTDVLNPLESLTEEDTKAGENYISVMEKNLKALKQTTDQEGPAIEPEKAEDTKTVQNGYFEDAAVKDRTL
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SDYAGIAWQSVYE] LIWDGTIMDQVFDYKAKLTGKMTEIAEYKDYYRKGYIYTDV NINITDINTMEFVEPGISSKKYTYKYVGK PLTYRK
SDYAGNWQSVYPFLEDGTFDQVFDYKAKLTGKMTQAEYKAYYTKGYQTDVTKINITDNTMEFVQGGQSKK TYKYVGKKILTYKK
SDYAGNWQSVYPFLEDGTFDQVFDYKAKLTGKMTQAEYKAYYTKGYQTDVTKINITDNTMEFVQGGQSKKYTYKYVGKKILTYKK
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GNRGVRF FEATDADAGQ KYVQFSDHNIAP@KARHFHIF GGI¥SQEALFIEIM NWPTYYPRIML GQEIAQEMLAH 500
GNRGVRFLFEATDADAGQFKYVQFSDHNIAPVKAEHFHIFFGGTSQEALFEEMDNWPTYYPDNLSGQEIAQEMLAH 501
GNRGVRFLFEATDADAGQFKYVQFSDHNIAPVKAEHFHIFFGGTSQETLFEEMDNWPTYYPDNLSGQEIAQEMLAH 501

X non conserved
B similar
> 50% conserved

169
170
170

254
255
255

339
340
340

424
425
425



