
logo MSVPTFF IRGEERLKTIRKIGKIGLASAI FCLLGL IAVTNSQHVAANEATEAVKAAKSTSEQEDSTSTVTQAASSSSKEVQENEQKKSETTTSQKEEEKKVETSSSQRPEK
NTDB id 52971 STYK RS07860 WP 261804837.1 MSVPFFIREERLKTRIGKIGLASAFLLGLIVNQVAANEAEAKASSEESSVQASSSKVEEKKSETTTSQKEEEKKVETSSSQRPEK 85
NTDB id 261 KZH43 RS06955 WP 075825861.1 MSVTFFIGEERLKIKI...GLASICLLGLATSHVAANETEVAKTSQDTTTASSSSEQNQ.......................... 56
NTDB id 220 SPD RS07460 WP 075825861.1 MSVTFFIGEERLKIKI...GLASICLLGLATSHVAANETEVAKTSQDTTTASSSSEQNQ.......................... 56
NTDB id 186 SPR RS07105 WP 010976587.1 MSVTFFIGEERLKIKI...GLASICLLGLATSHVAANETEVAKTSQDTTTASSSSEQNQ.......................... 56
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NTDB id 52971 STYK RS07860 WP 261804837.1 KEEVKETRASSQKEESKPNSTSAHWEGDFYVKADGSKAKSEWIFDTSYNSWFYIKADGRYAQKEWHGNYYLKAGGYMAKNEWVYD 170
NTDB id 261 KZH43 RS06955 WP 075825861.1 ......SSNKTQTSAEVQTNAAAYWDGDYYVKDDGSKAQSEWIFDNYYKAWFYINSDGRYSQNEWHGNYYLKSGGYMAQNEWIYD 135
NTDB id 220 SPD RS07460 WP 075825861.1 ......SSNKTQTSAEVQTNAAAYWDGDYYVKDDGSKAQSEWIFDNYYKAWFYINSDGRYSQNEWHGNYYLKSGGYMAQNEWIYD 135
NTDB id 186 SPR RS07105 WP 010976587.1 ......SSNKTQTSAEVQTNAAAYWDGDYYVKDDGSKAQSEWIFDNYYKAWFYINSDGRYSQNEWHGNYYLKSGGYMAQNEWIYD 135
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NTDB id 52971 STYK RS07860 WP 261804837.1 NNYKSWFYLKADGSYAEQEWQKINGKWYYFKKWGYMAKSQWQGNYFLNGQGAMMQNEWLYDNHYKSWFYLKADGSYANEQWQKID 255
NTDB id 261 KZH43 RS06955 WP 075825861.1 SNYKSWFYLKSDGAYAHQEWQLIGNKWYYFKKWGYMAKSQWQGSYFLNGQGAMIQNEWLYDPAYSAYFYLKSDGTYANQEWQKVG 220
NTDB id 220 SPD RS07460 WP 075825861.1 SNYKSWFYLKSDGAYAHQEWQLIGNKWYYFKKWGYMAKSQWQGSYFLNGQGAMIQNEWLYDPAYSAYFYLKSDGTYANQEWQKVG 220
NTDB id 186 SPR RS07105 WP 010976587.1 SNYKSWFYLKSDGAYAHQEWQLIGNKWYYFKKWGYMAKSQWQGSYFLNGQGAMIQNEWLYDPAYSAYFYLKSDGTYANQEWQKVG 220
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logo GKWYYFKKWGYMAQRDNEWHQGNYYLTEGSGVAMATGDELVIMDDGTARYTI FADASGELKEKKADLNVGWVHRNDGKRYFFNHNREEQVGTDEQHVAKKVI I
NTDB id 52971 STYK RS07860 WP 261804837.1 GKWYYFKKWGYMAQDEWHGNYYLTESGVMATGELIMDDTRYTFADSGELKEKKALNVGWVHRNGKRYFFNHREEQVGTDQVKKVI 340
NTDB id 261 KZH43 RS06955 WP 075825861.1 GKWYYFKKWGYMARNEWQGNYYLTGSGAMATDEVIMDGARYIFAASGELKEKKDLNVGWVHRDGKRYFFNNREEQVGTEHAKKII 305
NTDB id 220 SPD RS07460 WP 075825861.1 GKWYYFKKWGYMARNEWQGNYYLTGSGAMATDEVIMDGARYIFAASGELKEKKDLNVGWVHRDGKRYFFNNREEQVGTEHAKKII 305
NTDB id 186 SPR RS07105 WP 010976587.1 GKWYYFKKWGYMARNEWQGNYYLTGSGAMATDEVIMDGARYIFAASGELKEKKDLNVGWVHRDGKRYFFNNREEQVGTEHAKKII 305
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logo DVI SEHNGR I SNDWKKVIDDENGKEVDGVIVRLGYSGTKEDKELAYHNIQKEFLNRLGIPYGVYLYTYAENETDAENDAKQTI ELLIKKYKNMNLS
NTDB id 52971 STYK RS07860 WP 261804837.1 DVSEHNGRISDWKKVIDDNGVDGVIVRLGYSGTEDKELAYNIQEFNRLGIPYGVYLYTYAENETDAENDAKQTIELLKKYKMNLS 425
NTDB id 261 KZH43 RS06955 WP 075825861.1 DISEHNGRINDWKKVIDENEVDGVIVRLGYSGKEDKELAHNIKELNRLGIPYGVYLYTYAENETDAENDAKQTIELIKKYNMNLS 390
NTDB id 220 SPD RS07460 WP 075825861.1 DISEHNGRINDWKKVIDENEVDGVIVRLGYSGKEDKELAHNIKELNRLGIPYGVYLYTYAENETDAENDAKQTIELIKKYNMNLS 390
NTDB id 186 SPR RS07105 WP 010976587.1 DISEHNGRINDWKKVIDENKVDGVIVRLGYSGKEDKELAHNIKELNRLGIPYGVYLYTYAENETDAENDAKQTIELIKKYNMNLS 390
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logo YP IYYDVENWEYEVNKSKKRTAPSDTDTWVKI INKYMEDTMKKQAGYQNVNYVYSYRQSLLQTRLNKHPDI LQKHVNWVAAYTDNALDEWNENPHYYS
NTDB id 52971 STYK RS07860 WP 261804837.1 YPIYYDVENWEYENKSKKTPSDTDTWVKIINKYMETMKKAGYQNVNVYSYRQLLQTRLNHPDILQHVNWVAAYTDALDWNNPHYS 510
NTDB id 261 KZH43 RS06955 WP 075825861.1 YPIYYDVENWEYVNKSKRAPSDTDTWVKIINKYMDTMKQAGYQNVYVYSYRSLLQTRLKHPDILKHVNWVAAYTNALEWENPYYS 475
NTDB id 220 SPD RS07460 WP 075825861.1 YPIYYDVENWEYVNKSKRAPSDTDTWVKIINKYMDTMKQAGYQNVYVYSYRSLLQTRLKHPDILKHVNWVAAYTNALEWENPYYS 475
NTDB id 186 SPR RS07105 WP 010976587.1 YPIYYDVENWEYVNKSKRAPSDTDTWVKIINKYMDTMKQAGYQNVYVYSYRSLLQTRLKHPDILKHVNWVAAYTNALEWENPYYS 475
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logo GEKGWQYTSSDESYLMKGIRQGRVDVSVWY
NTDB id 52971 STYK RS07860 WP 261804837.1 GEKGWQYTSSDSLKGIRGRVDVSVWY 536
NTDB id 261 KZH43 RS06955 WP 075825861.1 GEKGWQYTSSEYMKGIQGRVDVSVWY 501
NTDB id 220 SPD RS07460 WP 075825861.1 GEKGWQYTSSEYMKGIQGRVDVSVWY 501
NTDB id 186 SPR RS07105 WP 010976587.1 GEKGWQYTSSEYMKGIQGRVDVSVWY 501
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