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NTDB id 52845 LMOATCC19117 RS07625 WP 003734329.1 MAEQESLALFNDTPEELFMKGTMLSTIFYNAENLFSVVRILVKETNADWDEKDIIVTGFFPALHEQEVYTFYGKM 75
NTDB id 355 BSU 27480 NP 390625.1 MQQH...PDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKI 72
consensus ! ***** *!!***!!!* * !**! !!**!*** ! !! **! * !!!*!!!!*! ! !!!!!!*
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NTDB id 52845 LMOATCC19117 RS07625 WP 003734329.1 QEHAKFGQQFKADRFRKEMPQSRAGLINYLSGELFKGIGKVTAENIVDKIGDDAITKILSDPSLLNTVPKLPSGA 150
NTDB id 355 BSU 27480 NP 390625.1 VTHPKFGLQFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKK 147
consensus !*!!! !! !**!*!!*! ** !*!*!!! *!! !!!! !!! !! !*!! !! !!! !*!*! !!*!*
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NTDB id 52845 LMOATCC19117 RS07625 WP 003734329.1 AESLLASLRENQGLEHVMVGLNEYGFGPQLSMKIFQAYKQNAIEVLENNPYKLIEDVKGIGFQRADELGRKLGLG 225
NTDB id 355 BSU 27480 NP 390625.1 ADTLAGALQRHQGLEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLS 222
consensus !**! * ! *!!!!**!* !! *!!!!!!!!!!*!!! *! * !!! !* !! !!!! *!!!!! **!!
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NTDB id 52845 LMOATCC19117 RS07625 WP 003734329.1 GNHPERLRAGILFMLDSVCMQQGHVYMEQEVLLGEVTYLLEES..EGIRIDQNILVAQVEKLAEEQKIITENTRV 298
NTDB id 355 BSU 27480 NP 390625.1 GNHPERVKAAILYTLETTCLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRC 297
consensus !!!!!!**!*!!* !** !* !! !*! ! !* * !! !**!! !! * !*! !* ! !*
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NTDB id 52845 LMOATCC19117 RS07625 WP 003734329.1 YMPSLYYSESGFAYHVKRMLKQTEYQEQFPQSEFLLALGELEERIGVHYGDSQRQALEQALMSPMLVLTGGPGTG 373
NTDB id 355 BSU 27480 NP 390625.1 YFPSLFYAEQNVAKRVKHIASQTEYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTG 372
consensus ! !!!*! ! ! *!!** !!!! !!! !!!!!!!!!!!!!* !*!**!!* !* !! !!!!*!!!!!!!!
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NTDB id 52845 LMOATCC19117 RS07625 WP 003734329.1 KTTVIKGIVELYAELNGVSLDPHAYKDGATFPVLLAAPTGRAAKRMSESTGLPAMTIHRLLGMNGQEQMDDDAER 448
NTDB id 355 BSU 27480 NP 390625.1 KTTVIRGIVELYGELHGVSLDPSAYKKDEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQ 447
consensus !!!!!*!!!!!!*!!*!!!!!!*!!! !!**!!!!!!!!!!!!!!!!!!!!*!!!!!!! !! ! * *
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NTDB id 52845 LMOATCC19117 RS07625 WP 003734329.1 LIDGRLLIVDEMSMVDIWLANQLFRALPAHMQVVLVGDQDQLPSVGPGQVLKDILQSEQIPTVALSDIYRQKDGS 523
NTDB id 355 BSU 27480 NP 390625.1 PIEGKLLIIDEASMLDIWLANHLFKAIPDHIQIIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGS 522
consensus *!*!*!!!*!! !!*!!!!!!*!!*!*! !*!***!!! !!!!!!!!!!!!*!*! ! !!!! !*!!!!! *!!
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NTDB id 52845 LMOATCC19117 RS07625 WP 003734329.1 SIIEMAHYIKEGMLPADFTKNSADRSFFHCTVNQIGDVVEQVVKNAKNKGFRAKDIQVLAPMYRGPAGIDILNKK 598
NTDB id 355 BSU 27480 NP 390625.1 SIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEVVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVM 597
consensus !!*!*!! *! !*!! ! ** !!!! *! !! *!!! !! !! !!* !!!!!!!!!!!!!*!!! !!
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NTDB id 52845 LMOATCC19117 RS07625 WP 003734329.1 LQEIFNPNDTGRRKEVQFGDIKYRVHDKVLQLINQPEKNVFNGDIGEIVSIIYAKENTEKQDLIVVQFDQTEVSY 673
NTDB id 355 BSU 27480 NP 390625.1 LQDILNPPKE.KRRELKFGDVVYRTGDKILQLVNQPENNVFNGDIGEITSIFYAKENTEKEDMAVVSFDGNEMTF 671
consensus !!*! !!* **!*!* !!!* !! *!!*!!!*!!!! !!!!!!!!!! !! !!!!!!!! !* !! !! !***
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NTDB id 52845 LMOATCC19117 RS07625 WP 003734329.1 YRQEFNQLTHAYCCSIHKAQGSEFPIVIMPIVRSYYRMLRRDLLYTGVTRSKQFLILCGEEEAFRMGIERIDENK 748
NTDB id 355 BSU 27480 NP 390625.1 TKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAITRAKKFLILCGEEEALEWGVKNNDATV 746
consensus * *!!! !!!!!!!!!! !!!!!!!!**!*!* !!!!!!! !!!!**!! ! !!!!!!!!!! !* !
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NTDB id 52845 LMOATCC19117 RS07625 WP 003734329.1 RNTTLSERLMSEDVLLEQMTNKRILTAENITEIDPMIGMEGITPEQFMAG... 798
NTDB id 355 BSU 27480 NP 390625.1 RQTSLKNRLSVQVEEMDA.ELEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
consensus !*!*! !! ** * * * * *!* !!!!!!!! !! ***
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