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NTDB id 625 LCA RS02525 WP 011374196.1 GRI EIYGPESSGKTT D LL 130
NTDB id 52842 LMOATCC19117 RS07070 WP 003725961.1 GRI E YGPESSGKTT AIRUOENGGEWAAF IDAEHALDPREIY AJSNLGVN DELL 128
NTDB id 115 BSU 16940 NP 389576.2 GRI E YGPESSGKTT AIYQRINGGINAF IDAEHALDPYYYAMYLGVN ELL 128
NTDB id 600 KW2 RS01765 WP 011675413.1 GRI EIYGPESSGKTT AINYQKINGGIWNAF IDAERJJALDPIAY ARJNLGVN DELL SQPDFGEQ 144
NTDB id 269 KZH43 RS08665 WP 001085462.1 GRI EIYGPESSGKTT ANFNQKIAGGIWNAF IDAEHALDPEA\Y ALWALGVN DELL SQPD GEQ 143
NTDB id 228 SPD RS09265 WP 001085462.1 GRI EIYGPESSGKTT ARNENQKIRGGEIWAAF IDAEHALDPREIYALRWALGVN DELL SQPD GEQ 143
NTDB id 194 SPR RS08825 WP 001085462.1 GRI EIYGPESSGKTT AREAQKIRGGEWAAF IDAEHALDPRY ALRALGVN DELL SQPD GEQ 143
NTDB id 159 SP RS09750 WP 001085462.1 GRI EIYGPESSGKTT ARNEAQKINGGEWAAF IDAEHALDPREIYARWALGVN DELL SQPD GEQ 143
NTDB id 499 SM12261 RS08315 WP 078228268.1 GRI EIYGPESSGKTT ARENQKIRGGEIWAAF IDAEHALDPRY ALRALGVN DELL SQPD GEQ 143
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GRI EIYGPESSGKTT A[NFNQKIZGGIWNAF IDAEHALDPE\Y ALWALGVN DELL SQPD GEQ 143
NTDB id 453 Spy49 1753c ACI62003.1 GRI EIYGPESSGKTT ANENQKIRGGEIWAAF IDAEHALDPRIYALWALGVN DELL QPD GEQ 143
NTDB id 408 SMU RS09530 WP 002262392.1 GRI EIYGPESSGKTT ARENQKINGGEWAAF IDAEHALDPRY ALRALGVN DELL SQPD GEQ 143
NTDB id 1313 DR RS12030 WP 010888966.1 GRIBEIYGPES[EGKTT ANEAQKEAGGINSAF IDAEHALDPYY ARSALGVNISDELL SQPDRNGEQALE I 142
NTDB id 1245 Cj1673c YP 002345041.1 GRI EIYGPESSGKTT AJNYQKINGGIf¥AF IDAEHALDRYY AISYLGVNID Lfj SQPDIYGEQALEINY 129
NTDB id 1211 C694 RS00795 WP 000963128.1 GRI EIYGPESSGKTT AINEQKNGGUMAF IDAEHALDER:IY ASIL.GV ¥ NLL SQPD GEQALEI|M 131
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GRI EIYGPESSGKTT AIRYOKINGGLACAF IDAEHALDYR:IY AIGHLGV gy LL SQPD GEQALEI|® 131
NTDB id 1334 RAOC RS04870 WP 004918236.1 EIYGPESSGKTT AIINQKNYGGIWIAF IDAEHAJD|US Y AIRNL.G N EL © SQPDYGEQALEIJA 138
NTDB id 1389 A4U84 RS07560 WP 021112712.1 EIYGPESSGKTT AWQK[STFYNEAF IDAEHALDPYYY ARRLGVNIDELL SQPDWGEQALEIf 146
NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VUGAF DAEHARDPWUYAJASLGV)S ELM SQPD GEQALEI 130
NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT \l¢AF DAEHARDPWYAMINLGVIY ELM SQPD GEQALEIe 130
NTDB id 1123 OK783 RS03845 WP 003688695.1 EI GPESSGKTT VUGAF DAEHAJJDPUUYAJANLGV)S EL) SQPD GEQALEI 130
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT IN¢AFTIDAEHALDEMYYAMMLGVIY [ LL SQPD GEQALEIJA 138
NTDB id 1165 A1552VC RS01565 WP 000344154.1 EI GPESSGKTT IGNGAFTDAEHALDPWYYAJSSLGVN DELL SQPD GEQALEI 129
NTDB id 1142 GTF74 RS11550 WP 000344154.1 EI GPESSGKTT IQNSAFIDAEHALDPWYYAJQSLGVN DELL SQPD GEQALEI 129
NTDB id 1074 ABD1 RS10195 WP 000344167.1 EIYGPESSGKTT INMAFIDAEHALDPNYAJASLGV DNLL SQPDNGEQALEIP 129
NTDB id 1022 ACIAD RS06390 WP 004925639.1 EIYGPESSGKTT INMAFIDAEHALDPNYAJASLGV DNLL SQPDBIGEQALEIR 129
NTDB id 1205 PSJM300 05545 AFN77183.1 EIYGPESSGKTT SQPD GEQALETIpN 129
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NTDB id 625 LCA RS02525 WP 011374196.1 VVDSVAALVP G MGD HVGLQAR 204
NTDB id 52842 LMOATCC19117 RS07070 WP 003725961.1 RSGAVD 'V DSVAALVP G MGD HVGLQAR 202
NTDB id 115 BSU 16940 NP 389576.2 RSGAVD VVVDSVAALVP GDMGDSHVGLQAR 202
NTDB id 600 KW2 RS01765 WP 011675413.1 INSGAVD VV DSVAALVP G WMGDSEVGLQAR 218
NTDB id 269 KZH43 RS08665 WP 001085462.1 BDISGAVD VVVDSVAALVP GDMGDSHVGLQAR 217
NTDB id 228 SPD RS09265 WP 001085462.1 BDISGAVD VVVDSVAALVP GDISGDSHVGLQAR 217
NTDB id 194 SPR RS08825 WP 001085462.1 BDISGAVD VVVDSVAALVP GDIGDSHVGLQAR 217
NTDB id 159 SP RS09750 WP 001085462.1 BDISGAVD VVVDSVAALVP GDMGDSHVGLQAR 217
NTDB id 499 SM12261 RS08315 WP 078228268.1 BDISGAVD VVVDSVAALVP GDIGDSHVGLQAR 217
NTDB id 527 SMSK321 RS11065 WP 001085454.1 BDISGAVD VVVDSVAALVP GDMGDSHVGLQAR 217
NTDB id 453 Spy49 1753c ACI62003.1 BDISGAVD VVVDSVAALVP GDIGDSHVGLQAR 217
NTDB id 408 SMU RS09530 WP 002262392.1 BSGAVD VVVDSVAALVP GDH§GDSHVGLQAR 217
NTDB id 1313 DR RS12030 WP 010888966.1 RSGA D VVVDSVAALgP GDMGDSIHZGLQAR 216
NTDB id 1245 Cj1673c YP 002345041.1 RSGAVD VVDSVAALpP GDMGDNHVGLQAR 204
NTDB id 1211 C694 RS00795 WP 000963128.1 RSG D VVVDSVAALWWP GDMGD[NHVGLQAR 206
NTDB id 1214 NCTC11637 00359 SQJ03206.1 RSG D VVVDSVAALpP GDMGDNHVGLQAR 206
NTDB id 1334 RAOC RS04870 WP 004918236.1 RSG VD VVVDSVAALpP GDMGDS  GLEIAR 212
NTDB id 1389 A4U84 RS07560 WP 021112712.1 RSGAVD VDSVAALpP GDMGDSH GLQAR 220
NTDB id 1130 NGFG RS03960 WP 003688695.1 RSG D VVVDSVAALVP GDMGDSHVGLQAR 204
NTDB id 1124 NGFG RS03960 WP 003688695.1 RSG D VVVDSVAALVP GDMGDSHVGLQAR 204
NTDB id 1123 0K783 RS03845 WP 003688695.1 RSG D VVVDSVAALVP GDMGDSHVGLQAR 204
NTDB id 1427 RS RS02760 WP 011000510.1 RSG VD V DSVAALVP MGD [WEGLQAR 212
NTDB id 1165 A1552VC RS01565 WP 000344154.1 RSGAVD VVDSVAALpNP MGDSH GLQAR 203
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALpP MGDSH GLQAR 203
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALgYP MGDSH GLQAR 203
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALpP MGDSH GLQAR 203
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAALVP MGD HVGLQAR 203

consensus

FULHR D Lkx ekl |



TIPSO .. s TR P

et

NTDB id 625 LCA RS02525 WP 011374196.1 WPENMTIZGGIIALKEY - " VRL = /R " LY\ (¢ KVVKNKVAPPF [UAIaY 274
NTDB id 52842 LMOATCC19117 RS07070 WP 003725961.1 Ni@AITpPEICRINHGRESIMAARENRRAEQLKQGT . . . . . KVVKNKVAPPEF pAIaY 272
NTDB id 115 BSU 16940 NP 389576.2 IWPETT)JGGIIALKEY - SVRL = /R : NSRS qA]¢]\ IR_— KVVKNKVAPPF pyAIAY 272
NTDB id 600 KW2 RS01765 WP 011675413.1 SIZNNP CCR VNG RANAMMIGSTKIEEGS . KVVKNKVAPPFE |YAInY 292
NTDB id 269 KZH43 RS08665 WP 001085462.1 WPETTIYGGIIALKFYASVRLD 'R{eJ\NNRER (NN KVVKNKVAPPF [|2AAY IMYGEGIS 291
NTDB id 228 SPD RS09265 WP 001085462.1 WPETT|ZGGIMALKFYASVRLD R{GINNNENCCUNEN KVVKNKVAPPF [2AMAY IMYGEGIS 291

NTDB id 194 SPR RS08825 WP 001085462.1 WPETTIZGGIMALKFYASVRLD
NTDB id 159 SP RS09750 WP 001085462.1 WPETT)HGGIIALKFYASVRLD
NTDB id 499 SM12261 RS08315 WP 078228268.1 WPETTIZGGIMALKFYASVRLD
NTDB id 527 SMSK321 RS11065 WP 001085454.1 WPETT)YGGIIALKFYASVRLD

IMGNTQIKGTG. KVVKNKVAPPF [2AMAY IMYGEGIS 291
IMGNTQIKGTG. KVVKNKVAPPF [XAMAY IMYGEGIS 291
IMGSTQIKGTG. KVVKNKVAPPFE [2AlY IMYGEGIS 291
IMGSTQIKGTG. KVVKNKVAPPF |2AIRY IMYGEGIS 291

NTDB id 453 Spy49 1753c ACI62003.1 WPETT|ZGGIMALKFYASVRLD R{CHMNNEN(CUNEN KVVKNKVAPPF IMYGEGIS 291
NTDB id 408 SMU RS09530 WP 002262392.1 WPETTIZGGIMALKEY SVRLD 'R{GINNNENCCUNEN KVVKNKVAPPF YGEGIS 291
NTDB id 1313 DR RS12030 WP 010888966.1 WPETTINGGIIALKFYASVRLD R .PTKVGNDA KPVKNKVARPF 287
NTDB id 1245 Cj1673c YP 002345041.1 IPETTINGGIJALKFYASVRLD R .L.KQNEEP KVVKNKVAPPF 274
NTDB id 1211 C694 RS00795 WP 000963128.1 RPETTINGGNJALKFYASVR D R .L.KQNEQH BIKVVKNKVAPPF 276
NTDB id 1214 NCTC11637 00359 SQJ03206.1 BMPETTHGGIJALKFYASVR D R .L.KQNEQH BKVVKNKVAPPF 276
NTDB id 1334 RAOC RS04870 WP 004918236.1 RPETTINGGIJALKFYASVR D R SLSDTGKIKDKSGEV KVVKNKVAPPF 287
NTDB id 1389 A4U84 RS07560 WP 021112712.1 WPETTINGGIJALKEFYASVRLD 'R [of6A/ AR O]¢ - |on) KVVKNKVAPPF 290
NTDB id 1130 NGFG RS03960 WP 003688695.1 SIZNNITEHENLYRGNESANARMETGS . . . . I . KKGEEV KV KNKVAPPF 274
NTDB id 1124 NGFG RS03960 WP 003688695.1 SIZHENT e NENHONESRASARMBIRTGS . . . . I . KKGEEV KV KNKVAPPF 274
NTDB id 1123 0K783 RS03845 WP 003688695.1 BPETTHGGIJALKFY SVRLD R .. I.KKG KV KNKVAPPF 274
NTDB id 1427 RS RS02760 WP 011000510.1 RPETTINGGIJALKFYASVRLD R .. I.KKG KVVKNKVAPPF A 282
NTDB id 1165 A1552VC RS01565 WP 000344154.1 WPETTINGGIJALKFYASVRLD R ..I.KEG KVVKNK APF 273
NTDB id 1142 GTF74 RS11550 WP 000344154.1 WPETTINGGIJALKFYASVRLD R ..I.KEG KVVKNK ARPF 273
NTDB id 1074 ABD1 RS10195 WP 000344167.1 RPETTINGGNJALKFYASVRLD R . .V.KEG KVVKNK APPF 273
NTDB id 1022 ACIAD RS06390 WP 004925639.1 BMPETTHGGIJALKFYASVRLD R . .V.KEG KVVKNK APPF 273
NTDB id 1205 PSJM300 05545 AFN77183.1 SPETTINGGINJALKFYASVRLD R .V.KEG KVVKNKVAPPF 273
1
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