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NTDB id 1390 A4U84 RS00055 WP 021115958.1 MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSK 75
NTDB id 624 LCA RS00040 WP 011373726.1 ..MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANG.D..READFINCVIWRKSAENFANFTKKGSL 70
NTDB id 112 BSU 36310 NP 391512.2 ..MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASG.E..IEADYVNCTLWRKTAENTALYCQKGSL 70
NTDB id 52824 LMOATCC19117 RS00275 WP 003721668.1 ..MMNRVVLVGRLTKDPELRYTPAGVAVATFTLAVNRTFTNQQG.E..READFINCVVWRKPAENVANFLKKGSM 70
NTDB id 113 BSU 40900 NP 391970.1 ..MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSG.E..READFINCVTWRRQAENVANFLKKGSL 70
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 VYVEGKLKTRKWQDQNGQDRYTTEIQGDVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYS..DNYAQNNN 148
NTDB id 624 LCA RS00040 WP 011373726.1 VGVDGRLQTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNF....NSNQS........NGSQQSG 133
NTDB id 112 BSU 36310 NP 391512.2 VGVSGRIQTRSYENEEGVNVYVTEVLADTVRFMDPKPREKAAD................................ 113
NTDB id 52824 LMOATCC19117 RS00275 WP 003721668.1 AGVDGRVQTRNYEGNDGKRVYVTEIVAESVQFLEPRNSNGGGGNNYQSGNN....NNNYNSGGNNFGQAPTNNGG 141
NTDB id 113 BSU 40900 NP 391970.1 AGVDGRLQTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNS....GG.....GQYFGG.GQNDNP 135
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logo FNTGQSGDGNPQNQNQTGQSNQRARNANPQANQTAGRYPQNNQSFPTAQNADNQKDPAFAQSNANDEGPQKAPMIDNI FSDDDI
LPF

NTDB id 1390 A4U84 RS00055 WP 021115958.1 FNGG.....NATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 624 LCA RS00040 WP 011373726.1 FTSPQQTGNAPAANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 112 BSU 36310 NP 391512.2 ..................................... 113
NTDB id 52824 LMOATCC19117 RS00275 WP 003721668.1 FGQDQQQSQNQNYQSTNNDPFASDGKPIDISDDDLPF 178
NTDB id 113 BSU 40900 NP 391970.1 FGGNQNNQRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
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