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NTDB id 1103 NMB RS07590 WP 002212976.1 MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRNGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRI 80
NTDB id 1131 NGFG RS05740 WP 003695064.1 MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRNGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRI 80
NTDB id 583 DLJ51 RS09560 WP 002962590.1 .MYNKVILIGRLTAAPEMVKTPSNKSVTHITLAVNRRFKTQDGER..QADFVNVVFWGKLAESLVSYAGKGSLVSLDGEI 77
NTDB id 409 SMU RS08940 WP 002263454.1 .MYNKVILIGRLVATPEMVKTPKDKSVTRVTLAVNRRFKSQDGEK..QADFVNVVLWGRLAETIASYGSKGSLISLDGEL 77
NTDB id 52544 DESMER RS22340 WP 014905337.1 .MLNRVILIGRLTKDPELRYTPTGVAVANFTLAIDRNYKNSQGER..DTDFINCVVYRQLAELCANYLAKGKLASVDGRI 77
NTDB id 624 LCA RS00040 WP 011373726.1 .MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDR..EADFINCVIWRKSAENFANFTKKGSLVGVDGRL 77
NTDB id 113 BSU 40900 NP 391970.1 .MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGER..EADFINCVTWRRQAENVANFLKKGSLAGVDGRL 77
NTDB id 112 BSU 36310 NP 391512.2 .MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEI..EADYVNCTLWRKTAENTALYCQKGSLVGVSGRI 77
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NTDB id 1103 NMB RS07590 WP 002212976.1 QSRKYQGKDGIERTAYDIVANEMKMLGGRNENSGGAP......YEE.........GYGQSQEAYQRPAQQSRQPASDAPS 145
NTDB id 1131 NGFG RS05740 WP 003695064.1 QSRKYQGKDGIERTAYDIVANEMKMLGGRNENSGGAP......YDE.........GYGQSQEAYQRPAQQSRQPAPDAPS 145
NTDB id 583 DLJ51 RS09560 WP 002962590.1 RTRHYEK.DGQTHYVTEILAQSFQLLESRAQRALRENNGASDL..................................... 119
NTDB id 409 SMU RS08940 WP 002263454.1 RTRKYEK.DGVTHFVTEVLGHSFQLLESRAQRAMRENNSENDL..................................... 119
NTDB id 52544 DESMER RS22340 WP 014905337.1 QVRSYTGQDGQKRWVTEVIAEDVRFLSPKDSGGGSAE...SRSFGGN.....SSFGHEV..................... 128
NTDB id 624 LCA RS00040 WP 011373726.1 QTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTSPQQTGNAPAANN.. 148
NTDB id 113 BSU 40900 NP 391970.1 QTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSG.....GYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNS.. 150
NTDB id 112 BSU 36310 NP 391512.2 QTRSYENEEGVNVYVTEVLADTVRFMDPKPREKAAD............................................ 113
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NTDB id 1103 NMB RS07590 WP 002212976.1 HPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 HPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 583 DLJ51 RS09560 WP 002962590.1 .................TDLVLEEEELPF 131
NTDB id 409 SMU RS08940 WP 002263454.1 .................ADLVLEEEELPF 131
NTDB id 52544 DESMER RS22340 WP 014905337.1 .....................NLDDDIPF 136
NTDB id 624 LCA RS00040 WP 011373726.1 .TQADPF......ANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 .FNDDPF......ANDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ............................. 113
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