logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

25 SA RS06185 WP 000593194.1

599
407
525
157
192
226
267
497

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

KW2 RS05940 WP 021037268.1
SMU RS04605 WP 002262865.1

SMSK321 RS06295 WP 000705298.

SP RS06205 WP 000705306.1
SPR RS05715 WP 000705306.1
SPD RS05990 WP 000705306.1
KZH43 RS05590 WP 000705306.1

SM12261 RS05565 WP 000705318.

25 SA RS06185 WP 000593194.1

599
407
525
157
192
226
267
497

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

KW2 RS05940 WP 021037268.1
SMU RS04605 WP 002262865.1

SMSK321 RS06295 WP 000705298.

SP RS06205 WP 000705306.1
SPR RS05715 WP 000705306.1
SPD RS05990 WP 000705306.1
KZH43 RS05590 WP 000705306.1

SM12261 RS05565 WP 000705318.

25 SA RS06185 WP 000593194.1

599
407
525
157
192
226
267
497

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

KW2 RS05940 WP 021037268.1
SMU RS04605 WP 002262865.1

SMSK321 RS06295 WP 000705298.

SP RS06205 WP 000705306.1
SPR RS05715 WP 000705306.1
SPD RS05990 WP 000705306.1
KZH43 RS05590 WP 000705306.1

SM12261 RS05565 WP 000705318.

25 SA RS06185 WP 000593194.1

599
407
525
157
192
226
267
497

consensus

KW2 RS05940 WP 021037268.1
SMU RS04605 WP 002262865.1

SMSK321 RS06295 WP 000705298.

SP RS06205 WP 000705306.1
SPR RS05715 WP 000705306.1
SPD RS05990 WP 000705306.1
KZH43 RS05590 WP 000705306.1

SM12261 RS05565 WP 000705318.

MMMJMMQMMQM%mHMmMMQMM

MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQELLL.
MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQELLL]

MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQELLL]
MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQELLL]
MKITNYEIYKLKKSGLTNQQILKVLEYGENVDQELLL]
MKITNYEIYKLKKSGLTNQQ LE\WVLEYGENVDQELLL]

* % * % ok X * * * % ok % ok X *kokkok ok *

MYtﬂmmWMM&%Mﬁg&%W

DDCYPWDLSEIYDAPVLLFYKGNLDLLKEPR
DDCYPWDLSEIYDAPVLLFYKGNLDLLKEFJ
DDCYPWDLSEIYDAPVLLFYKGNLDLLKEJR
DDCYPWDLSEIYDAPVLLFYKGNLDLLKEFJ
DDCYPWDLSEIYDAPVLLFYKGNLDLLKEJR
DDCYPWDLSEIYDAPVLLFYKGNLDLLKER

% 5k k& k K k * Kok ok | okox ok *

. LB AR T A

Q
. TEJEN SFTIVSGLAKGIDTA ILSVSBK TKTP
BOPLEIY VI SGLA GIDTAAH|RA LJSSIGGE
BOGLENELVIVSGLAKGIDTAAHMAALQNGGK
BOGLENELVIVSGLAKGIDTAAHMAALQNGGK
BOGLENELVIVSGLAKGIDTAAHMAALQNGGK
BO0GLENELVIVSGLAKGIDTAAHMAALQNGGK
BOGLENELVIVSGLAKGIDTAAHMAALQNGGK
BOGLENELVIVSGLAKGIDTAAHMAALQNGGK
Dok 1 Dok Dok 1 Dskok Dok Dok 1 ke ! kok ok * Pl bl

(AT Yl e AR AL RS LT RO
e

TIAVIGTGLDVEYPK|AN RLQDYI | HL LSEY¥YREFQPLK HFPJMRNRIIAGLEINGV VAEAKMRSGSLITCERAMEEGRDVF
TIAVIGTGLDVFYPKANKRLQDYIENDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVF
TIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVF
TIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVF
TIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVF
TIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVF
TIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVF
rrn ! Pk * ok ok | P ! % Pl D lokokok DD Dk DD D0 U !

&é&ﬁLM%MWQMLL

290

282

280

. 282
AIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEFR 282
AIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF] 282
AIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEFR 282
AIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEFR 282
ATPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEFR 282

il * kK | Tl

1 Lok ok %k

168
159
158
160
160
160
160
160
160

253
244
243
245
245
245
245
245
245



[><] e

non conserved
similar
> 50% conserved



