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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFR.RQAEVAGQYLRKGSKVY 77
NTDB id 52345 PGA1 RS07025 WP 014879892.1 .MAGSVNKVILIGNLGRDPEVRSFQNGGKVCNLRIATSETWKDRNTGERREKTEWHSVAIFSEGLVRVAEQYLRKGSKVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYG.KLAEVAGEYLRKGSQVY 79
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NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGA......................PYDEGYGQS..QE 127
NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGA......................PYEEGYGQS..QE 127
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQG...GYSDNY...AQNN 147
NTDB id 52345 PGA1 RS07025 WP 014879892.1 IEGQLQTRKWQDQSGQDRYSTEVVLQGIGGTLTMLDGRNEGGQGGGQGGGGSYGGGSGGGYGGGGGGGYDSGQGGGNQGG 159
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNV..P.....................AQQG 136
consensus *!!****!!*!** !**!****** * * !!**!********* * ****** **
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NTDB id 1131 NGFG RS05740 WP 003695064.1 AYQRPAQQSRQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 AYQRPAQQSRQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NFNGGN....ATR..........PQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 52345 PGA1 RS07025 WP 014879892.1 GFGGGSQGGASH..........................NIDDDEIPF 180
NTDB id 1166 A1552VC RS00795 WP 000168289.1 SWGQPQQPAKQHQ......PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
consensus *** * * ** * ** * * **** !!*!!!

X non conserved

X similar

X ≥ 50% conserved


