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NTDB id 52277 EFD32 RS10370 WP 002362168.1 RILTNFAGPMNNFILGFILFTLAVFLQGGVTDLNTNQIGQVIPNGPAAEAGLKENDKVLSINNQKIKKYEDFTTIVQKNPEKP.. 253
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FQDMTALWNESGTATQAI FLKAATLGKSGLFITGNFSLNKLGGPVMAM
NTDB id 52277 EFD32 RS10370 WP 002362168.1 ...LT.FVVERNGKEEQLTVTPEKQKVEKQTIGKVGVYPYMKTDLPSKLMGGIQDTLNSTTQIFKALGSLFTGFSLNKLGGPVMM 334
NTDB id 291 STER RS01205 WP 011680685.1 GDSLSVTVKRSNGQEETISVKPQE....SQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAM 332
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NTDB id 52277 EFD32 RS10370 WP 002362168.1 FKLSEEASNAGVSTVVFLMAMLSMNLGIINLLPIPALDGGKIVLNIIEGVRGKPISPEKEGIITLIGFGFVMVLMVLVTWNDIQR 419
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NTDB id 52277 EFD32 RS10370 WP 002362168.1 FFF 422
NTDB id 291 STER RS01205 WP 011680685.1 AFF 420
NTDB id 323 STU RS10650 WP 011225396.1 AFF 420
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