
logo ME I FCFL IGVLYAYTYNIYLTIA IPLLFYITPRYP IVLFF IAGCGFAL IHQWIVSPKGMPDTQVITQAQLEGTIAS IPMQHRPNKT
NTDB id 1246 GCO85 RS03350 WP 061470007.1 MEIFCFLIGVLYAYTYNIYLTIAIPLLFYITPRYPIVLFFIAGCGFALIHQWIVSPKGMPDTQVITQAQLEGTIASIPMQRPNKT 85
NTDB id 52116 LPO RS03285 WP 014841114.1 MEIFCFLIGVLYAYTYNIYLTIAIPLLFYITPRYPIVLFFIAGCGFALIHQWIVSPKGMPDTQVITQAQLEGTIASIPMQRPNKT 85
NTDB id 1285 ACE17W RS10850 WP 010946363.1 MEIFCFLIGVLYAYTYNIYLTIAIPLLFYITPRYPIVLFFIAGCGFALIHQWIVSPKGMPDTQVITQAQLEGTIASIPMQHPNKT 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!

logo QFHFAI EKINNNPAQGL IQLNWYNKPPVLRAGQRWQLSVKLKKPRNFHRNPGGFNYVRYLAARHIHWTGYIRYRGNNKL I SNQPPSF
NTDB id 1246 GCO85 RS03350 WP 061470007.1 QFHFAIEKINNNPAQGLIQLNWYNKPPVLRAGQRWQLSVKLKKPRNFRNPGGFNYVRYLAARHIHWTGYIRYGNNKLISNQPPSF 170
NTDB id 52116 LPO RS03285 WP 014841114.1 QFHFAIEKINNNPAQGLIQLNWYNKPPVLRAGQRWQLSVKLKKPRNFRNPGGFNYVRYLAARHIHWTGYIRYGNNKLISNQPPSF 170
NTDB id 1285 ACE17W RS10850 WP 010946363.1 QFHFAIEKINNNPAQGLIQLNWYNKPPVLRAGQRWQLSVKLKKPRNFHNPGGFNYVRYLAARHIHWTGYIRYRNNKLISNQPPSF 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!

logo SWLATLREKIGDALTKLAPDNTETAGI I EALTLNVTHHI SSDHWNLFRRTGTVIHLFGI SGEHIALVSGI FF IV I
MRWIWSMI SNYRCCLF

NTDB id 1246 GCO85 RS03350 WP 061470007.1 SWLTLREKIGDALTKLAPNTETAGIIEALTLNVTHHISSDHWNLFRRTGTVHLFGISGEHIALVSGIFFIVIRWIWSMSYRCCLF 255
NTDB id 52116 LPO RS03285 WP 014841114.1 SWLTLREKIGDALTKLAPNTETAGIIEALTLNVTHHISSDHWNLFRRTGTIHLFGISGEHIALVSGIFFIVMRWIWSINYRCCLF 255
NTDB id 1285 ACE17W RS10850 WP 010946363.1 SWLALREKIGDALTKLAPDTETAGIIEALTLNVTHHISSDHWNLFRRTGTIHLFGISGEHIALVSGIFFIVMRWIWSINYRCCLF 255
consensus !!!*!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!!**!!!!!!

logo LPAHNTIAS IGGLLAALPYAFLAGFEPPVQRAL IGCVLYTIYAIGKQRFTPWQIWRYALFLVLC I EPHAAVFLQGFYFSFLAVACLL
NTDB id 1246 GCO85 RS03350 WP 061470007.1 LPAHTIASIGGLLAALPYAFLAGFEPPVQRALIGCVLYTIYAIGKQRFTPWQIWRYALFLVLCIEPHAVFLQGFYFSFLAVACLL 340
NTDB id 52116 LPO RS03285 WP 014841114.1 LPANTIASIGGLLAALPYAFLAGFEPPVQRALIGCVLYTIYAIGKQRFTPWQIWRYALFLVLCIEPHAAFLQGFYFSFLAVACLL 340
NTDB id 1285 ACE17W RS10850 WP 010946363.1 LPANTIASIGGLLAALPYAFLAGFEPPVQRALIGCVLYTIYAIGKQRFTPWQIWRYALFLVLCIEPHAVFLQGFYFSFLAVACLL 340
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!

logo LTHQRWPLKNYKKTLTALQLSCL IGLMPLTLHWYSYGS INGFLANLFSAIPLVSFL IVPLALMTMITSPLFHWSWI LMKPLAWLVALL
NTDB id 1246 GCO85 RS03350 WP 061470007.1 LTHQRWPLKNYKKTLTLQLSCLIGLMPLTLHWYSYGSINGFLANLFSIPLVSFLIVPLALMTMITSPLHWSWILMKPLAWLVALL 425
NTDB id 52116 LPO RS03285 WP 014841114.1 LTHQRWPLKNYKKTLALQLSCLIGLMPLTLHWYSYGSINGFLANLFAIPLVSFLIVPLALMTMITSPFHWSWILMKPLAWLVALL 425
NTDB id 1285 ACE17W RS10850 WP 010946363.1 LTHQRWPLKNYKKTLALQLSCLIGLMPLTLHWYSYGSINGFLANLFAIPLVSFLIVPLALMTMITSPFHWSWILMKPLAWLVALL 425
consensus !!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!

logo LQGLTYVEQIAGINITWS ITSVTMMLAMTAGLFLRVLLPVKPFKHLAI LW I I LPLFPPRTAIYPGEAL INI LDVGQGLAVAIQTQ
NTDB id 1246 GCO85 RS03350 WP 061470007.1 LQGLTYVEQIAGINITWSITSVTMMLAMTAGLFLRVLLPVKPFKHLAILWIILPLFPPRTAIYPGEALINILDVGQGLAVAIQTQ 510
NTDB id 52116 LPO RS03285 WP 014841114.1 LQGLTYVEQIAGINITWSITSVTMMLAMTAGLFLRVLLPVKPFKHLAILWIILPLFPPRTAIYPGEALINILDVGQGLAVAIQTQ 510
NTDB id 1285 ACE17W RS10850 WP 010946363.1 LQGLTYVEQIAGINITWSITSVTMMLAMTAGLFLRVLLPVKPFKHLAILWIILPLFPPRTAIYPGEALINILDVGQGLAVAIQTQ 510
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo HHVLLYDTGDSYFQGSDLGQMAI IPFFRS IG IKTIDKIV I SHPDKDHKGGLNSLEKEMQKI
VNQL IVNDPYFYKRGSNCHSYPQWQW

NTDB id 1246 GCO85 RS03350 WP 061470007.1 HHVLLYDTGDSYFQGSDLGQMAIIPFFRSIGIKTIDKIVISHPDKDHKGGLNSLEKEMQINQLIVNDPYFYKRGSNCHSYPQWQW 595
NTDB id 52116 LPO RS03285 WP 014841114.1 HHVLLYDTGDSYFQGSDLGQMAIIPFFRSIGIKTIDKIVISHPDKDHKGGLNSLEKEMKVNQLIVNDPYFYKRGSNCHSYPQWQW 595
NTDB id 1285 ACE17W RS10850 WP 010946363.1 HHVLLYDTGDSYFQGSDLGQMAIIPFFRSIGIKTIDKIVISHPDKDHKGGLNSLEKEMKVNQLIVNDPYFYKRGSNCHSYPQWQW 595
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!

logo DGVSFRFLP IKRESFTNKKNNNSC I LQVSNSAGRVLLTGDI EKAAEEYLVRNYGSQLASE I LVVPHHGSKTSSSYRFLLEVNPLYAI
NTDB id 1246 GCO85 RS03350 WP 061470007.1 DGVSFRFLPIKESFTKKNNNSCILQVSNSAGRVLLTGDIEKAAEEYLVRNYGSQLASEILVVPHHGSKTSSSYRFLLEVNPLYAI 680
NTDB id 52116 LPO RS03285 WP 014841114.1 DGVSFRFLPIRESFNKKNNNSCILQVSNSAGRVLLTGDIEKAAEEYLVRNYGSQLASEILVVPHHGSKTSSSYRFLLEVNPLYAI 680
NTDB id 1285 ACE17W RS10850 WP 010946363.1 DGVSFRFLPIRESFNKKNNNSCILQVSNSAGRVLLTGDIEKAAEEYLVRNYGSQLASEILVVPHHGSKTSSSYRFLLEVNPLYAI 680
consensus !!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ASLGFDNRFKFPHSKTLQSMKTLDGITFFRTDECGMAGAIKLPASGQKVIHNRKPSTCMQANV
NTDB id 1246 GCO85 RS03350 WP 061470007.1 ASLGFDNRFKFPHSKTLQSMKTLDITFFRTDECGMAAIKLPASGQVHRPSCMQAN 735
NTDB id 52116 LPO RS03285 WP 014841114.1 ASLGFDNRFKFPHSKTLQSMKTLGITFFRTDECGMAGIKLPASGKINKPTCMQAV 735
NTDB id 1285 ACE17W RS10850 WP 010946363.1 ASLGFDNRFKFPHSKTLQSMKTLGITFFRTDECGMAAIKLPASGKINKPTCMQAV 735
consensus !!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!*!!!!!!!****!*!!!!*
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