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NTDB id 300 STER RS07485 WP 011681496.1 MKEKILAYVKDNRLFVSVIAVLMVIFCFFLWMTCGAGNSMEAETSYTDVTALSTSSSKQSSQSLSEASSQSKTEGSEKVKSKVTV 85
NTDB id 1242 Cj0011c YP 002343483.1 ..................................................................................... 0
NTDB id 595 KW2 RS08725 WP 021037687.1 .MEKILDKLKEYWKIMLLVVCALIAGGIFYIFTNSPK.PAETLSVEN..LSSS..ST.......KSSVSKFNSSSSEKNKNEIMV 72
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .MESIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPHT.PVKETNLQAEVVAISKDSS.......TEKDVKKEEKEEPVEQDLITV 76
NTDB id 493 SM12261 RS04300 WP 000387351.1 .MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQT.PVKETNLQAEVVAVSKDSV.......SEKEVKKEEKEEPLEQDLITV 76
NTDB id 153 SP RS04730 WP 000387344.1 .MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQT.PVKETNLQAEVAAVSKDSS.......TEKEVKKEEKEEPLEQDLITV 76
NTDB id 188 SPR RS04295 WP 000387330.1 .MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQT.PVKETNLQAEVAAVSKDLV.......SEKEVNKEEKEEPLEQDLITV 76
NTDB id 222 SPD RS04535 WP 000387330.1 .MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQT.PVKETNLQAEVAAVSKDLV.......SEKEVNKEEKEEPLEQDLITV 76
NTDB id 263 KZH43 RS04195 WP 000387330.1 .MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQT.PVKETNLQAEVAAVSKDLV.......SEKEVNKEEKEEPLEQDLITV 76
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NTDB id 300 STER RS07485 WP 011681496.1 DVKGAVVNPGVYTLKAGARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQTGTGQV.SDKGGQAVSKDGK 169
NTDB id 1242 Cj0011c YP 002343483.1 ............................................MK..KLLF.....................LFFALTAFLFGA 18
NTDB id 595 KW2 RS08725 WP 021037687.1 DLKGAVAKPNVYQISSDERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSE.STDSPTGSSVSNQISTTSGPK 156
NTDB id 521 SMSK321 RS04960 WP 000443804.1 DVKGAVKSPGIYDLSVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQ.HTGSGAP......SSTSKDKK 154
NTDB id 493 SM12261 RS04300 WP 000387351.1 DVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQ.QAGPGTA......SSTSKEKK 154
NTDB id 153 SP RS04730 WP 000387344.1 DVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ.QTGSGTA......SSTSKEKK 154
NTDB id 188 SPR RS04295 WP 000387330.1 DVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ.QTGLGTA......SSISKEKK 154
NTDB id 222 SPD RS04535 WP 000387330.1 DVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ.QTGLGTA......SSISKEKK 154
NTDB id 263 KZH43 RS04195 WP 000387330.1 DVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ.QTGLGTA......SSISKEKK 154
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NTDB id 300 STER RS07485 WP 011681496.1 INLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKTLDKIRESLYVA 231
NTDB id 1242 Cj0011c YP 002343483.1 VNINTATLKELKSLNGIGEAKAKAILEYRK.EANFTSIDDLKKVKGIGDKLFEKIKNDITIE 79
NTDB id 595 KW2 RS08725 WP 021037687.1 VNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLEKLKDEISID 218
NTDB id 521 SMSK321 RS04960 WP 000443804.1 INLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 VNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 VNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 VNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 VNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 VNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
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