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NTDB id 256 KZH43 RS10270 WP 000681597.1 ......MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSS.V.....N.NSNNNSTITQTAYKNENSTTQAVNKVKDAV 72
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LKTVGEPTAIA IGSPLGSDEYANSTVTESQGI IVSSLSNRQTNVTSSLQRTKNSENSDNGEQTAVIANS ITQNKAIQTDATAINPGNS
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NTDB id 381 SMU RS09890 WP 002262650.1 GGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTSGR.DTLKIPSD 323
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