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NTDB id 51968 JLZ01 RS00270 WP 172763930.1 MNKTLKRRVFRHTALYAAILMFSHTGGGGAMAQTHKYAIIMNERKQPEVKWETQYSQSALKDKGRERTFSHTSQKGRFNITHNFI 85
NTDB id 1090 CAA90909.1 1..3114( ) MNKTLKRQVFRHTALYAAILMFSHTGGGGAMAQTHKYAIIMNERNQLEVKGNGQYSTI..KDKDRERKFIYNKDRGG....GGSV 79
consensus !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !*!!! !!! **!!! !!! ! * *! ***** *
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NTDB id 51968 JLZ01 RS00270 WP 172763930.1 SFNNNDTLVSQQSGTAVFGTATYLPPYGKVSGFDADGLKKRNNAVNWIRTTRPGLAGYGYTGIRCGSTKDCPKLTYKTRFSFDNT 170
NTDB id 1090 CAA90909.1 1..3114( ) FFDNTDTLVSQQRGTAVFGTATYLPPYGKVSGFDADGLQKRNNAVDWIHTTQAGLAGYAYTDVICRS.NQCPQLVYETKFSFDGI 163
consensus ! ! !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!! !!!!!! !!*!! *!!!!!*!! * ! !* !! ! ! !*!!!!

logo
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GLAVEKNTARGGSLDRHPTDEPSRENSP IYKLKDHYPWLGVSFNLGASEGNTAVKDGKRSFSNSKRL I SSFDSEGNNSNNSNQNTI

LVSYTTERDGHRS I SLGSDNWKQHREHT
NTDB id 51968 JLZ01 RS00270 WP 172763930.1 DLVETRGGLDRHTEPSRENSPIYKLKDYPWLGVSFNLGAEGTAKDGRSSSRLISSFDENNSNSNQNLVYTTEDHRISLGNWQHET 255
NTDB id 1090 CAA90909.1 1..3114( ) GLAKNAGSLDRHPDPSRENSPIYKLKDHPWLGVSFNLGSENTVKDGKSFNKLISSFSEGN..NNQTIVSTTRGHSISLSDWKREH 246
consensus ! ! !!!!**!!!!!!!!!!!!!*!!!!!!!!!! ! ! !!!*! *!!!!! ! !** !! *! !! ! !!! ! *!*

logo TAMAYYLNAKLHLLDKEKGKI EKDIATQGKTVDRLGTVLKRPRS IVDEAVKTTVQRNTGLRGSEGI
LLNFWASKTWDKI EKDKNGNQIPTVKRLGLPEVKAGRC I

VNKAPNPN
NTDB id 51968 JLZ01 RS00270 WP 172763930.1 TAMAYYLNAKLHLLDKEKIKDIT.GKTVRLGVLKPSIDVKTQNTGLSGILNFWSKWDIKDNGQIPVKLGLPEVKAGRCINKPNPN 339
NTDB id 1090 CAA90909.1 1..3114( ) TAMAYYLNAKLHLLDKKGIEDIAQGKTVDLGTLRPRVEATVR...RGELLNFWATWKIEDKGNITVRLGLPEVKAGRCVNKANPN 328
consensus !!!!!!!!!!!!!!!! ! !! *!!!! !! !*! ** *** *!!!! ! ! ! !*!*!*!!!!!!!!!!!*!!*!!!
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PNATKAPSPALTAPALWFGPVKQDNGKAVEQMYSASVSTYPDGSSSSR I FYLQENLKRTKQTDPAGKRPGRHSLAEATLNTETNQDIKSREPNFNTGSRQTI
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NTDB id 51968 JLZ01 RS00270 WP 172763930.1 NNTKAPSPALTAPALWFGPVQNGKVQMYSASVSTYPGSSSSRIFLQELKTQTDPARPGRHSLAALNTQDIKSREPNFNSRQTVIR 424
NTDB id 1090 CAA90909.1 1..3114( ) PNAKAPSPALTAPALWFGPVKDGKAEMYSASVSTYPDSSSSRIYLQNLKRKTDPGKPGRHSLETLTENDIKSREPNFTGRQTIIR 413
consensus *! !!!!!!!!!!!!!!!!! !! !!!!!!!!!! !!!!!!*!! !! !!!**!!!!!! ! *!!!!!!!!! !!!*!!

logo LNPGGVRYER IAKLPDTRNNDTER I
VVGNFLNGNDGKNNDTFGIVYKDLRGLVETPDEATDSEWAKKVLLPWTVRGYFYAGDNDDNI

KFKATFNKQEPENNKNKQDSDNKKPKQYSQKYR
NTDB id 51968 JLZ01 RS00270 WP 172763930.1 LPGGVYRIAPTR..DRIVGLNGNDGKNDTFGIYKDRLVTPEADEWAKVLLPWTVRYYGNDDIFKTFNQPNNKKQSDKKQYSQKYR 507
NTDB id 1090 CAA90909.1 1..3114( ) LNGGVREIKLDRNNTEVVNFNGNDGNNDTFGIVKDLGVEPDTSEWKKVLLPWTVRGFADDNKFKAFNKEENN..DNKPKYSQKYR 496
consensus !*!!! ! * !** *! !!!!! !!!!!! !! ! !* !! !!!!!!!!! ** ! !! !! * ! ** !* !!!!!!
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SRTKEDDNNDKGKEPRDNLGDIVNSP IVAVGEGYLATASANDGMVHI FKKQSTGGTDEKRGSYENLKLSYIPGTMPRKQDYFIDQNDTETSTLKDSTLAKQDELVRT

NTDB id 51968 JLZ01 RS00270 WP 172763930.1 IRTKEDDNDKPRDLGDIVNSPIVAVGGYLATAANDGMVHIFKKTGTDERGYELKLSYIPGTMPRQYFDNDTSTLKDSTLAQELRT 592
NTDB id 1090 CAA90909.1 1..3114( ) SR...DNNKGERNLGDIVNSPIVAVGEYLATSANDGMVHIFKQSGGDKRSYNLKLSYIPGTMPRKDIQNTE.....STLAKDVRT 573
consensus !***! ! *! !!!!!!!!!!!!! !!!! !!!!!!!!!! *! ! ! ! !!!!!!!!!!!! ! *****!!!! **!!
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NTDB id 51968 JLZ01 RS00270 WP 172763930.1 FAEKGYVGDRYGVDGGFVLRRITDDQDKQKHFFMFGAMGLGGRGAYALDLSKIDSSNLTGVSMFDVQNDKNNNNNKNDNNRVKLG 677
NTDB id 1090 CAA90909.1 1..3114( ) FAEKGYVGDRYGVDGGFVLRKVDN.LNGQNRVFMFGAMGFGGRGAYALDLTKADGSDPTAVSLFDVKDNGN.....NGNNRVELG 652
consensus !!!!!!!!!!!!!!!!!!!!** * ! * !!!!!!! !!!!!!!!!!*! ! ! *!*!!*!!! !*****! !!!! !!

logo YTVGTPQIGKTHQDNGKYAAFLASGYAATKENI IGTSGDNKTTALYVYDLEGNNTGSTGNNSL IKKI EAVPGGKGGLSSPTLVDKDLDGTVDIAYAG
NTDB id 51968 JLZ01 RS00270 WP 172763930.1 YTVGTPQIGKTQNGKYAAFLASGYAAKN.IGSGDNTTALYVYDLENT.SGSLIKKIEAPGGKGGLSSPTLVDKDLDGTVDIAYAG 760
NTDB id 1090 CAA90909.1 1..3114( ) YTVGTPQIGKTHDGKYAAFLASGYATKEIITSGDNKTALYVYDLEGNGTNNLIKKIEVPGGKGGLSSPTLVDKDLDGTVDIAYAG 737
consensus !!!!!!!!!!!* !!!!!!!!!!!! ! *! !!!! !!!!!!!!! ** !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DRGGNMYRFDLSDSQSDNPDQKQWSVRTI FEGDTKP ITSAPAI
VSQRLAKDKRVVI FGTGSDLSTEDEDVDLNMTEGEQYIYGI FDDDKTAATNTGNTVNVANSFRGS

NTDB id 51968 JLZ01 RS00270 WP 172763930.1 DRGGNMYRFDLSDSNPDKWSVRTIFEGDKPITSAPAVSRLADKRVVIFGTGSDLTEDDVLNTGEQYIYGIFDDDKAANNVNASRG 845
NTDB id 1090 CAA90909.1 1..3114( ) DRGGNMYRFDLSSQDPQQWSVRTIFEGTKPITSAPAISQLKDKRVVIFGTGSDLSEEDVDNMEEQYIYGIFDDDTATTGTVN.FS 821
consensus !!!!!!!!!!!! ! !!!!!!!!! !!!!!!!!*! ! !!!!!!!!!!!!!*!*!! ! !!!!!!!!!!! ! *
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SGGSGLLEQHVLRTQRDENDNKTLFLTDNYKRSDGSGNSKGWAVVKLKTDGGQRRVTVKPTVVLRTAFVTIHRKYKTGDTDGKCGAETAI LG INTADGG

NTDB id 51968 JLZ01 RS00270 WP 172763930.1 VLGSGLLEQHLTQE..NKTLFL..NKRSDGSGSKGWAVKLTGGRRVTVKPTVVLRTAFVTIRKYK.DDGCGAETAILGINTADGG 925
NTDB id 1090 CAA90909.1 1..3114( ) DSGGGLLEQVLRRDNDNKTLFLTDYKRSDGSGNKGWVVKLKDGQRVTVKPTVVLRTAFVTIHKYTGTDKCGAETAILGINTADGG 906
consensus ! !!!!!*! ***!!!!!!** !!!!!!! !!! !!! ! !!!!!!!!!!!!!!!!!*!! * ! !!!!!!!!!!!!!!!!
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NTDB id 51968 JLZ01 RS00270 WP 172763930.1 ALTPRSARPIVPDHN.SVAQYSGHQK.MNGKSIPIGCMWKNSKTVCPNGYVYDKPVNVRYLDEKKTDDFPVTADGDAGGSGTFKE 1008
NTDB id 1090 CAA90909.1 1..3114( ) KLTKKSARPIVPEANTAVAQYSGHKKGTNGKSIPIGCMQKSNEIVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPA 991
consensus !!**!!!!!!!**!* !!!!!!! !* !!!!!!!!!! ! !!!!!!!!!!!!!!!!!!!!!!! !* !!!!!!!!!! *
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logo GKKRPSAGKRNNRCFSGQKGVRTLLMNDLDSLDITGPMTCGI
MKR I

LSWREVFFYO
NTDB id 51968 JLZ01 RS00270 WP 172763930.1 GKKPARNNRCFSGKGVRTLLMNDLDSLDITGPMCGIKRLSWREVFF. 1054
NTDB id 1090 CAA90909.1 1..3114( ) GKRSGKNNRCFSQKGVRTLLMNDLDSLDITGPTCGMKRISWREVFY* 1037
consensus !!****!!!!!! !!!!!!!!!!!!!!!!!!! !!*!!*!!!!!!*
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