logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

363 SMU RS05195 WP 002262215.1
51872 SCIM RS04400 WP 003076259.1
259 KZH43 RS03480 WP 000491790.1
218 SPD RS03780 WP 000491790.1
184 SPR RS03565 WP 000491790.1
148 SP RS03910 WP 000491790.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

363 SMU RS05195 WP 002262215.1
51872 SCIM RS04400 WP 003076259.1
259 KZH43 RS03480 WP 000491790.1
218 SPD RS03780 WP 000491790.1
184 SPR RS03565 WP 000491790.1
148 SP RS03910 WP 000491790.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

363 SMU RS05195 WP 002262215.1
51872 SCIM RS04400 WP 003076259.1
259 KZH43 RS03480 WP 000491790.1
218 SPD RS03780 WP 000491790.1
184 SPR RS03565 WP 000491790.1
148 SP RS03910 WP 000491790.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

363 SMU RS05195 WP 002262215.1
51872 SCIM RS04400 WP 003076259.1
259 KZH43 RS03480 WP 000491790.1
218 SPD RS03780 WP 000491790.1
184 SPR RS03565 WP 000491790.1
148 SP RS03910 WP 000491790.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

363 SMU RS05195 WP 002262215.1
51872 SCIM RS04400 WP 003076259.1
259 KZH43 RS03480 WP 000491790.1
218 SPD RS03780 WP 000491790.1
184 SPR RS03565 WP 000491790.1
148 SP RS03910 WP 000491790.1

consensus

LA DENE U T

51T TSR SEa A Reree e,

MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR .

MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR s
MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR Fus

MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR .
EEIEES 1 ! TR ! NEEIEE: K K K ok ok K ok ok K K ok K K K K K K K K K K K K *

DV S Y A Koezot el Lk et VL OUE Y GEE R hssysTHLAVAY

ABFESIKSNG] EDIVEQEAKN IF{ENTEKFI THT VK VYN . DF Y PREEERIAT,
) I KPNVS NTEVILEDK
DASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTNIKYAAYV|
DASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTNIKYAAYV|
DASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTNIKYAAYV|

DASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTNIKYAAYV|
* K K ok ok K K * 11 Pl ] Dokokokokokokok ok |k | Kok ok ok ok ok ok | ko ok ok |k Pl Dok 11 skook ok ok ok ok ok ok ok ok ok ok 1

I TSLEASOERL WY F LIRS LS ML AL TR Y |

¥

INT QLE ANy Py I BVMMRYFW S AS YLA |S[N] P LENM KQIESFVENASHELRTPLAVLQONRLE LFRKPEATI|H
I3 I NISQLEQISQRHEQLIVVVMMSFW[E SL AS YLARVSV PLLESMQKQSFVENASHELRTPLAVLQNRLETLFRKPEATIM
LINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFRKPEATIM
LINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFRKPEATIM
LINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLONRLETLFRKPEATIM

LINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFRKPEATIM
NN N I R N Y Y N O I O ey Ry

DARASLEEIR L LA CEegyTsERTEINE etk

DVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMT]
DVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMT]
DVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMT]
DVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMT

D s AR LS

ILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVK

ILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVK
ILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVK

ILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVK
T Dk ko bbb DL sl D]

163
170
166
166
166
166

248
255
251
251
251
251

333
340
336
336
336
336

418
425
421
421
421
421



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

363 SMU RS05195 WP 002262215.1
51872 SCIM RS04400 WP 003076259.1
259 KZH43 RS03480 WP 000491790.1
218 SPD RS03780 WP 000491790.1
184 SPR RS03565 WP 000491790.1
148 SP RS03910 WP 000491790.1

consensus

MK TEEIALT: S

Q
DNKPKGT FEVKIAIRTPWKKKK
DNKPKGTIFEVKIAIQTPSKKKK

DNKPKGTIFEVKIAIQTPSKKKK
DNKPKGTIFEVKIAIQTPSKKKK
DNKPKGTIFEVKIAIQTPSKKKK
Pt bbbl * ok ok ok

X non conserved
B similar
> 507 conserved

435
448
444
444
444
444



