
logo MNTEKTGFKRYS I LASGSSTGNCSFYLETPKQKRKR I
LL IDAGLSGKKI STQSLLMASE IDRKPVDEDLVDAI LVTHEHKDHIHGVGVLARKYGHLDI

VYANAQ
NTDB id 51869 SCIM RS03785 WP 003075634.1 MNEKGFKYSILASGSTGNCFYLETPKRKLLIDAGLSGKKITSLLSEIDRKPEDLDAILVTHEHKDHIHGVGVLARKYHLDIYANQ 85
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLDVYANA 85
consensus ! ! !!*!!!!!!!!*!!*!!!!!! ***!!!!!!!!!!!* !* !!!!!**!*!!!!!!!!!!!!!!!!!!!!!!!*!!*!!!

logo

A
DTWNQAMDEGTAMI

LGKIDVSQKHI FDELMGKTI
KTFGDIDI ESFGVSHDAAVAQPQFYRLMKDDGKSFVI

LLTDTGYVSDRMADGI
L I ENADGYL I ES

NTDB id 51869 SCIM RS03785 WP 003075634.1 DTWNAMETALGKIDVSQKHIFEMGKTKTFGDIDIESFGVSHDAVAPQFYRLMKDDKSFVLLTDTGYVSDRMAGIIENADGYLIES 170
NTDB id 383 SMU RS06875 WP 002262928.1 ATWQAMDGMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMADLIENADGYLIES 170
consensus !!*!!* *!!!!!!!!!!!**!!! !!!!!!!!!!!!!!!! !!!!!!!!! !!!!*!!!!!!!!!!!! *!!!!!!!!!!!

logo NHDI E I LRSGAIYPWSLKQR I LSDKQGHLSNDDGAETMI
VRTLGI

N
K
RTKKIYLGHLSKENNTVKELAHI

MTMKVNAQLAMQADLAVDEHDFHKI
VYD

NTDB id 51869 SCIM RS03785 WP 003075634.1 NHDIEILRSGAYPWSLKQRILSDQGHLSNDDGAETMIRTLGIRTKKIYLGHLSKENNTKELAHITMVNQLAQADLAVEHDFHVYD 255
NTDB id 383 SMU RS06875 WP 002262928.1 NHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKNALMQADLAVDHDFKIYD 255
consensus !!!!!!!!!! !!!!!!!!!!!! !!!!!!!!!!!!*!!!! *!!!!!!!!!!!!!! !!!!!*!! ! ! !!!!!!*!!!**!!

logo TSPDTALTPLATKNI
NTDB id 51869 SCIM RS03785 WP 003075634.1 TSPDTATPLTNI 267
NTDB id 383 SMU RS06875 WP 002262928.1 TSPDTALPLAKI 267
consensus !!!!!! !! !

X non conserved

X similar

X ≥ 50% conserved


