
logo MI
L
T

N
D
L
N
V

F
I
L

E
K
R

S
Q
SFP
T

I
L
V

V
F
L
S
T

K
R
I
D
L
F
I
L
V

A
F
I
VLLI LI LLGFFI LYVFIV I

T
F
LLLNSYLREENYRKRNDNI

N
V

R
Q
I
L
V

R
KQI

LNAQKVRKSDL ITAGHDYTSDEKKVLKDVMEQDGNGPSDELI STDENLIVTNSNI
L
VNDLSEVFIRL

NTDB id 375 SMU RS06880 WP 002262929.1 MTNVFESSPLFLRILLAVLIILLFF.YFIFLNYREYKNNNQVKQLNAKVRSLITGHYTDKLKVEDNSDLSELVNNVNDLSEVFRL 84
NTDB id 51868 SCIM RS03780 WP 003072979.1 MIDNIRQ.FVVSKDFVFVLLILGFILVITLLSLENRRDNVRIRQLNQKVKDLIAGDYSEVLDMQGGPEITDITNSINDLSEVIRL 84
NTDB id 414 AAK55818.1 838..2187( ) MLDLLKQ.TIFTRDFIFILILLGFILVVTLLLLENRRDNIQLKQINQKVKDLIAGDYSKVLDMQGGSEITNITNNLNDLSEVIRL 84
consensus !****** *********!**!*!******! ******!****!*!*!!**!!*!*!***!************!**!!!!!!*!!

logo TQHENLAEQEKSTNKRLNSTS I LFSYMTDGVLATDNRSRGKQITIVMINDTMAKQTKQLNGLVKTVEKRSEQDVARLEKNCMRSNI LDEKI
LLDGKIDEEDENSYDETYLNRDL ITQKSTVPE I

L
L
T
V

I
L
T
D
R
S
R
QDI

E
Y
N

NTDB id 375 SMU RS06880 WP 002262929.1 THENLAQEKNRLTSILSYMTDGVLATDRSGKITVINDMAQKQLNVTREQALECNILDILD.DDSYTYNDLITKTPEIVLTRRDEY 168
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NTDB id 375 SMU RS06880 WP 002262929.1 DEFITLRIRFALNRRESGFISGLIAVLHDATEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDDGALTESVAPSFIKVSLDE 253
NTDB id 51868 SCIM RS03780 WP 003072979.1 GEFLSLRVRFALIRRESGFISGLVAVLHDTTEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDEGALSEPVAPDFIKVSLDE 254
NTDB id 414 AAK55818.1 838..2187( ) GEYLNLRVRFALIRRESGFISGLVAVLHDTTEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDEGALCETVAPDFIKVSLDE 254
consensus *!***!!*!!!!*!!!!!!!!!!*!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!*!!!*!!!!!!!!

logo TNRMMRMI
V
S
TDLLHSLSCR IDNQATSHLDI

VEL ITNFTAFMINTYF I LDNRFDQKMIKQRGSQENQSDKTDENKVKYELIVIRDYPDIKNS ITVWI
M
VE IDTDKMTQVVIDNI ILNN
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NTDB id 375 SMU RS06880 WP 002262929.1 AIKYSPDGGKVTITMQTTDTQLILSISDQGLGIPKKDLPLIFDRFYRVDKARSRAQGGTGLGLAIAKEIVKQHKGFIWANSEEGE 423
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