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VUL L0 Lo A ek EREADRYL VA cudbondsyeah LI LR Reett

HPE JKT|gS] KSVjy ffiT AVNRR KJ§Q GER ADFVN|YVIgWG LAE
MYNKVI IGRLTSTPELHKTNNDKSVARATIAVNRRYKDQNGEREADFVNMVLWG LAE
MYNKVILIGRLTSTPELHKTNNDKSVARATIAVNRRYKDONGEREADFVNMVLWGRLAE
MYNKVILIGRLTSTPELHKTNNDKSVARATIAVNRRYKDOQNGEREADFVNMVLWGRLAE .
MYNKVI IGRLTSTPELHKTNNDKSVARATIAVNRRYKDONGEREADFVNMVLWGRLAE LASYATKGSLISVDGELRTRRFEKRH
MYNKVI IGRLTSTPELHKTNNDKSVARATIAVNRRYKDONGEREADFVNMVLWGRLAE LASYATKGSLISVDGELRTRRFEKRH

MYNKVI IGRLTSTPELHKTNNDKSVARATIAVNRRYKDQNGEREADFVNMVLWGRLAE
AVNRE @ NG READF NEV W EAENGAN WEKGSL [EVDGRLETRY Ef{o
N vAWET AVNRY K QEGEREADF NV WERNAENLAN Alkc LIEviEch NTrY EME
VAT AVNR@ B QSGEREADF NOVEWIIRWAEN AN MYKGSLEVDGIILNTRY ENW
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NGQMNYVTEVLVTGFQLLESRAQRAMRENNAGQ .........................................
NGQMNYVREVLVTGFQLLESRAQRAMRENN A G QRS

GSGSG YIEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDDPFANDGKP DS
P PR.EKAA. ........................................................
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