
logo MGRATENRLRTFLFSEGDEQGQRR I LRLYHLYRLTIGLAVLVLL I SASDELEHDNDQLVLEKLMS
V
H
NPEQLFHQVYGASWCIYL IVFLNI ILVALVFLLVPQNPPSERQRDLLP I
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NTDB id 51756 A458 RS24965 WP 014819062.1 MGTENLTFFGDQGRRILRLYHLYRLTIGLALVLLISADLHNDLLEMSNPQLFQYGAWIYLILNIIVAVLVQNPERDLPVLGLALM 85
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIFILALT 85
consensus ! ! ! *!! !!!!!!!!!!!!!!! !!!!!! *!* *! * *! !!* ! !*!!* !!*!!* **** !!* !!!

logo DVI
L
L
MLCSGLFYAFGGGTVPSGIGNSLL IVVAVAIANI LLRGR I

VGFLFVIAAAVAASLTGL ILYLTFFYLS ILQSRSPDEASTNSHQYVQAGSAGLGTLCFAAAFLLVI
V

NTDB id 51756 A458 RS24965 WP 014819062.1 DVILLSGLFYFGGGTPSGIGNLLIVAVAIANILLRGRVGFFIAAVAATGLIYLTFYLSIQRPEASSQYVQASALGTLCFAAAFLV 170
NTDB id 1472 PAKAF RS23995 WP 016253893.1 DVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLGTLCFAAALVI 170
consensus !!**!*!!!! !!! !!!!! !!*!!!!!!!!!!!!!*! !!! ! !!*!!!!*!!* !*!* *!!!! *!!!!!!!!! **

logo QAGLAVRRLQEQQVSTETLAEREQRAEETVANLEAELNAL I LQRMRTGI LMVLVDPSQREQAR I
VLLANQAGALGQLLGRQDDSLVAQGAERSLAGPRHRCSPEMLLMHKACLMKQQWRGL

NTDB id 51756 A458 RS24965 WP 014819062.1 QGLARRLQVSETLARQRAEEVANLEALNALILQRMRTGIMVLDPQERVLLANQGALQLLGQDSLAGERLAPRCPELLKALQQWRG 255
NTDB id 1472 PAKAF RS23995 WP 016253893.1 QALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLGRHSPMLMHCMKQWRL 255
consensus !*! !! *!!!! !!! !!!!! !!!!!!!!!!!!!*!*!* *!!!!!*!! !! !! * ! !****! !**** !!!

logo NPSTLRPPNTLKRAVTVPDGGPTLVQPSFAIASLNQHREGDNDKLQDHTVL IVFLEDI SQIAQKQAQQLMKLAGSLGRLTAGS IAHE IRNPLGAI SHAAQLLQESEE
NTDB id 51756 A458 RS24965 WP 014819062.1 NPTLRPPNLRATPGGPTLQPSFAALQHGNKLDTLVFLEDISQIAQKAQQLKLASLGRLTASIAHEIRNPLGAISHAAQLLQESEE 340
NTDB id 1472 PAKAF RS23995 WP 016253893.1 NPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHEIRNPLGAISHAAQLLQESEE 340
consensus !!*!!!! !* ! !!!*!!!! !** * !*!!!!!!!!!! !!!*!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!

logo LDAGPDRRLATQI IQDHQSKRRMNLVI ENVLQLSRRRQAEPQLQLDLKEYWLHQRFAVDSEFYPRGQGRLGRNPDQQSAELHLDQLTGVAGGSDS ILQTRMDPHNQLNTQVL
NTDB id 51756 A458 RS24965 WP 014819062.1 LDGPDRRLAQIIQDHSRRMNLVIENVLQLSRRRQAEPQLLDLKYWLHRFASEFRQGLGPQQALHLDTVGSSLQTRMDPNQLTQVL 425
NTDB id 1472 PAKAF RS23995 WP 016253893.1 LDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRNDSELHLQLGAGDIQTRMDPHQLNQVL 425
consensus !!*!!!!! !!!!!*!*!!!!!!!!!!!!!!!!!!!!! !!!! !!*!! !** ! * !!! * *!!!!!!*!! !!!
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LFEPFFTTESKGTGLGLYI
LSRELCESNQAR I

LDYR
NTDB id 51756 A458 RS24965 WP 014819062.1 TNLVQNGLRYSGQQNPRAQVWLRLFRDEASDLPIVEVLDDGPGIAAEQLQNIFEPFFTTESKGTGLGLYISRELCESNQARLDYR 510
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEPFFTTESKGTGLGLYLSRELCESNQARIDYR 510
consensus *!!!!!!!!!!*! **!*!!!! ! !!* !!!!**!**!!!!!**!* !*!*!!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!!!

logo

E
NREPEGGGSCFR ITVFAHPRKLS

NTDB id 51756 A458 RS24965 WP 014819062.1 ERPEGGSCFRIVFAHPRKLS 530
NTDB id 1472 PAKAF RS23995 WP 016253893.1 NREEGGGCFRITFAHPRKLS 530
consensus !*!!! !!!! !!!!!!!!
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