logo

NTDB id 1177 A1552VC RS01165 WP 000422572.1
NTDB id 1203 PSJM300 01605 AFN76401.1

NTDB id 1019 ACIAD RS04205 WP 004922051.1
NTDB id 1307 DR RS10055 WP 010888596.1

NTDB id 1116 NGFG RS10615 WP 003690200.1
NTDB id 1086 NMV RS00245 WP 002218487.1
NTDB id 1185 GTF74 RS11940 WP 000350195.1
NTDB id 1176 A1552VC RS01160 WP 000350195.1
NTDB id 1283 ACE17W RS02630 WP 010947729.1
NTDB id 1259 GCO85 RS10305 WP 010947729.1
NTDB id 51752 A458 RS23240 WP 003303153.1
NTDB id 1202 PSJM300 01600 AFN76400.1

NTDB id 1194 PAKAF RS01995 WP 003084552.1
NTDB id 1020 ACIAD RS04210 WP 011182164.1
NTDB id 1060 ABD1 RS04380 WP 000355489.1
NTDB id 1040 HON27 RS13360 WP 000355489.1
NTDB id 1081 FDQ49 RS05335 WP 006581387.1
consensus

logo

NTDB id 1177 A1552VC RS01165 WP 000422572.1
NTDB id 1203 PSJM300 01605 AFN76401.1

NTDB id 1019 ACIAD RS04205 WP 004922051.1
NTDB id 1307 DR RS10055 WP 010888596.1

NTDB id 1116 NGFG RS10615 WP 003690200.1
NTDB id 1086 NMV RS00245 WP 002218487.1
NTDB id 1185 GTF74 RS11940 WP 000350195.1
NTDB id 1176 A1552VC RS01160 WP 000350195.1
NTDB id 1283 ACE17W RS02630 WP 010947729.1
NTDB id 1259 GC085 RS10305 WP 010947729.1
NTDB id 51752 A458 RS23240 WP 003303153.1
NTDB id 1202 PSJM300 01600 AFN76400.1

NTDB id 1194 PAKAF RS01995 WP 003084552.1
NTDB id 1020 ACIAD RS04210 WP 011182164.1
NTDB id 1060 ABD1 RS04380 WP 000355489.1
NTDB id 1040 HON27 RS13360 WP 000355489.1
NTDB id 1081 FDQ49 RS05335 WP 006581387.1
consensus

BRI

ERNERFRVSAF (\RDMP(¢ P|
BUARFRVNAFEIQIIENRYG VIURIAIP WVRIT B GLPAFREW T AWNPRGLVLVTGPTGSGKSTTLA M

= = = SoRolel = = = = = =

IR0 BRI

'ﬂ</\FF

.QQEL{éESVKﬁgASDlBLSA

S
BIPMIRVEIG
BIPMIRVEIG
PPM R DG
PPM R DG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG

I§ SDLH SAG

I4¥ SDLH SAG
[€ASDLHLSAG

ASDLHLS G

[ASDLHLSAG

@ IMASDLHLSAG

[ASDLHLSAG
ASDLHLSAG PPMIRVDG
ASDLHLSAG PPMIRVDG

Pl sk sk | % ok %k % * 1k

V Rl S KVI'LH

===~ li=-cji=c = ]i-v]i=--c -]} =- = l=~}

KRR

* *kk ok | okok ok ok

.S RFRVSAFFQRELPGAVIRRIE REPIYE|D LKLPEILQN ApWNSRGLVLVMUGIATGSGKSTT AAMTGYRNQHITCHI
I

RFRVSAFYQRNLAGIVLRRIE | 14T 'E° LILP)
M

L
LiILPIY LIE AUSISR G

I3 AMJASJRGLVLVTGPTGSGKSTTLAA
INTPAUPRGLVLVTGPTGSGKSTTLAAM
ISTIPAYPRGLVLVTGPTGSGKSTTLAAM
I PAYPRGLVLVTGPTGSGKSTTLAAM
DIIOMPRGLVLVTGPTGSGKSTTLAAM
DII[@MPRG VLVTGPTGSGKSTTLAAM
DIIMNPRG VLVTGPTGSGKSTTLAAM
DI[@MPRG VLVTGPTGSGKSTTLAAM
Pokokokokoe Do D DD Dok ]

E ASFSRGLVLVTGPTGSGKSTTLAAﬂ
V

E LGLENIF
kokokkok okkk kk ok

PN RN *r Lk bk

sidlaliol | 1DdReeyehsflbFee

elF e LT T ST )

1563
155
156
159
155
155
155
155
155
155
155
155
155
155
155
155
155



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1116
1086
1185
1176
1283
1259

A1552VC RS01165 WP 000422572.
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1

51752 A458 RS23240 WP 003303153.1

1202
1194
1020
1060
1040
1081

PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

1

1

BDIJALR 'ALR " E\PD
INYALESALREDPD
FWJALRSALREDPD
IQYALRSALREDPD
IQYALRSALREDPD
NPNALRSALREDPD
WPNALRSALREDPD
SIZALRSALREDPD
MIZALRSALREDPD
RIZALRSALREDPD
WMAALRSALREDPD
IWNALRSALREDPD
WHALRSALREDPD
IMAALRSALREDPD

IL GEMREMIEN PRALINJAETGHLVE | TLHIRBYANM
ILVGEMRDMETI YA TAAETGHLVQIGTLHTHS Ajg
LALTAAETGHLVFGTLHT

ILVGEMRDIZETI

L
ILVGEMRDIMET I
ILVGEMRDIMET I
ILVGEMRDMET I
ILVGEMRDIRETI
ILVGEMRDIMET I
ILVGEMRDMETI
ILVGEMRDIMET I
ILVGEMRDMETI
ILVGEMRDISETI

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1116
1086
1185
1176

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
51752 A458 RS23240 WP 003303153.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

W

TR et Vs LSk |2Q£LK§Q@@ Mkl 1

IDRI Q
T DRI DVFPAMEK MVR
T DRI DVFPA[EK MVR
TIDRIIDVFP §] K MVR
TIDRIIDVFP § K MVR
TI RIIDVFPAEEKEMVR

MLSESLIJAVI QISLLK
MLSESLIAVI QILLK
MLSESL{®AV QELLK
MLSESLMAV QELLK
MLSESL{WNAVISQWLLK
MLSESL[MAVISQWLLK
MLSESL[ VISQWL K
MLSESL[MAVISQWILLK
TIDR IDVFPAEEK MVRAMLSESLMAVISQWLLK
TIDR IDVFPAEEK MVRMMLSESLWAVISQWLLK

TIDR IDVFPAEEK MVREWMLSESL[NAVISQELLK
Fok 1ok ok ok ok ok ok ok K ok K Pk | kkxx! |

BUSGGRVAAIR
MIGGGRVAAHEIMI
MUGGGRVAAHEIMI
WIGGGRVAAHEIMI
WAGGGRVAAHEIMI
MIGGGRVAAHEIMI
BIGGGRVAAHEIMI
MIGGGRVAAHEIMI

NN N Ny e

MUGGGRVAGHEIM
MUGGGRVA[Y
.NKGGRVAAIEIM

HEIM

EIM [

Kook | okok ok ok | ok oK K K K oK K K

T'AR

E}\/\

I

G
G

LA TAAETGHLVEGTLHTRSApN
LA TAAETGHLVFGTLHTRYSA

LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT

PAIRNLIREWKVAQMYSHIQTG
PAIRNLIRENMKVAQMYSHIQTG
PAIRNLIRENKVAQMYSENIQTG
IIPATRNLIRE[KVAQMYSHIQTG
IIPATRNLIRENKVAQMYSEIQTG
IIPATRNLIRERNKVAQMYSENIQTG
IIPATRNLIRENKVAQMYSENIQTG

11 *okokkkk ok

RERKVA% 5Y$ |QIQ@$

SAAK
SAAK
SAAK
SAAK
SAAK
SAAK

J

233
235
236
239
235
235
235
235
235
235
235
235
235
235
235
235
235

313
315
316
319
315
315
314
314
314
314
314
314
314
314
314
314
314



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1116
1086
1185
1176

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
51752 A458 RS23240 WP 003303153.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1116
1086
1185
1176

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
51752 A458 RS23240 WP 003303153.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

T&mgL%{¥égﬂ§v2/§§}AEEgA§§§PE§EL SN SECTS NN = ISR

~=EAARN SRRV RESTET, A= AR L R ERosEREF R e A
LRLMLKTKR.GDDY...GSGSLQNVKI........ DME.............
LRLMIKLGS.ETDGEHLTSVS.QGLTL........ EMSDDDPGRSFR. . ..

INEDRJNAIREDIMYDHQHPRS|Y ADJNLKHIADSPNNLRLQIKLSE . EANKPLDNRERMSEMER. . . . . ... KMTFDGQRRNLK. . ..
DA YIRAGIAF REHINSE Y DKBLERNIDPKEFARLANDASAGLGG. . . . . ASMTPAAPPVPAYNSASSSSTGRGGDFGRGAA

iR D SIKEKIKQP .
s RENIREKINKIP .
MNLPTIRAVINKSP .
P QTR TANKQP .
P QTIRTANKQP .
P QTNRTANKQP .

A
A
N
N
A
A
A
A
A
A
S

IRIKHTE\HEANLNK .
IR KHTI\HEAJNLNK .
IRIRD SPAKEKINKQP .

368
381
383
418
347
347
345
345
344
344
344
344
344
344
345
345
345

X non conserved
B similar
>50% conserved

368
381
383
394
347
347
345
345
344
344
344
344
344
344
345
345
345



