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NTDB id 51751 A458 RS23125 WP 014818726.1 MFGSNDDKKTPAEPGEKKGLFGWLRKKPQQPVAEQPAAEPQED....................SLPHAEQPEAESEQPAI..... 60
NTDB id 1118 NGFG RS11455 WP 003696286.1 ...................MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVE 66
consensus ********************! * !*!* !* * * ! *!! ********************!!** * !!! * ******
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NTDB id 51751 A458 RS23125 WP 014818726.1 TTSELLPEPPVEAEILP.EPEPEPEPEPEP...EPEPVAAAAPAEAPAKLGFFARLKQGLSKTSSSIGEGMASLFLGKKAIDDDL 141
NTDB id 1118 NGFG RS11455 WP 003696286.1 QVKETVAEMPSEAGEAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFG.GGQIGEDL 150
consensus ! **!*! !! ** *!* *!* *!**** * *! ! * **!!!* !!!!!!! !* ** *! *! * ! *!!

logo

L
Y
D
EELETRVL ILTAGDMVGMVEATETAYI

LMKQDNLVRTGRRVSLRKEGLAKDGSGNAELRYGTALKQEAELSYDGL ILKPLVEKQPLVLVDPESGTKERPFYVI LML
V
A
VGI

VNGAVGKTTSTIG
NTDB id 51751 A458 RS23125 WP 014818726.1 LDELETRLLTADVGVEATTAIMQNLTRRVSRKELADSGALYTALQEELSGLLKPVEQPLVVDSGKRPYVILVVGVNGVGKTTTIG 226
NTDB id 1118 NGFG RS11455 WP 003696286.1 YEELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIG 235
consensus *!!!! !*!*!*!*!!! *! * !!! ! ! ! ! !! ! ! !*!!*! !!!** ! !*!!** !*!! !!!!*!!
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NTDB id 51751 A458 RS23125 WP 014818726.1 KLAKKLQLEGKKVMLAAGDTFRAAAVEQLQVWGERNSIPVIAQHTGADSASVIFDAVQAAKARGIDVLIADTAGRLHTKDNLMEE 311
NTDB id 1118 NGFG RS11455 WP 003696286.1 KLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTG.DSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEE 319
consensus !!!! ! !! !*!!!!!!!!!!! !!!! !! !! **!! !*!!*!!! !*!!!!!!!!!!!!!***!!!!!!! ! *!!!!
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NTDB id 51751 A458 RS23125 WP 014818726.1 LKKVRRVMGKLDESAPHEVLLVLDAGTGQNAINQTKQFNQAVELTGLVLTKLDGTAKGGVIFALAKQFGTPIRYIGVGEGIDDLR 396
NTDB id 1118 NGFG RS11455 WP 003696286.1 IKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGIDDLR 404
consensus *!!!*!!* ! * !!!!***!!!! !!!!*!! ! ! !* !!!!**!!!!!!!!!!** !!! * !*!!!!!!!!!!!!!
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NTDB id 51751 A458 RS23125 WP 014818726.1 TFEADAFVKALFAQRDGA 414
NTDB id 1118 NGFG RS11455 WP 003696286.1 PFDARAFVDALLD..... 417
consensus *!*! !!! !! *****
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