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NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAFNKTAA 78
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV........... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGT.......PST 70
NTDB id 51664 THIVI RS23710 WP 014778869.1 .......MKKYQQGFTLIELMIVVAIIGILAAIALPAYQDYMVRARVTEGLTAASAAKVNVVDVLASGNPSAAA........... 67
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPAT........... 65
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPAT........... 65
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NTDB id 1188 NELON RS01755 WP 003772458.1 AGGGAGGAAAAGTQHASKYVKSVKVT..EASPWDITVAISATEANGIPTGLDGNTIRLFPLVNK..A.....VPAATSTGAIDWA 154
NTDB id 1424 RS RS02795 WP 011000517.1 ....GSSV.....FTPTKNVANLTIAGTGTVPGQITVTYTT.AA.......GGGTLALVPTAA.GTALPVS....SAPSGPIMWT 137
NTDB id 1002 ACIAD RS15100 WP 004923779.1 AGSSCVGVQEISASNATTNVATATCGA..SSAGQIIVTMDTTKA.......KGANITLTPTYA...............SGAVTWK 131
NTDB id 51664 THIVI RS23710 WP 014778869.1 ..GYGNGYTSP...TATENVTSVAIA...AGTGVITVTMTA.AA.......GNGTLTLTPNAPSGTALPVGTAAFTPPGDSVAWR 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ..QAATGYVSP...AATPNVQSIAIG...A.NGVITITYTA.AA.......GGGTIIMTPTLQA..............NGDVTWT 119
NTDB id 1274 LPP RS09530 WP 011214168.1 ..QAATGYVSP...AATPNVASIAIG...A.NGVITITYTA.AA.......GGGTIVMTPTLQA..............NGDVTWT 119
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logo CAGYTSTAGQTAAGNSAKAETQSTTAADKSRSVFGTGSAPGFSVAGTATVMGSTLADLPKARKFYVRAPASASECKRGP
NTDB id 1188 NELON RS01755 WP 003772458.1 CASAAKETADKRFGTGSGVAVGTLPAKYAPSECK. 188
NTDB id 1424 RS RS02795 WP 011000517.1 CYAQNKAQAASSV...APSGTMSLAAKYAPAECR. 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 CTTTS...................DKKYVPSECRG 147
NTDB id 51664 THIVI RS23710 WP 014778869.1 CGAAGATST...F...AGFTAGTLPARFAPSACK. 164
NTDB id 1258 GCO85 RS09745 WP 014844212.1 CTG..................GTLLAKYRPASCRP 136
NTDB id 1274 LPP RS09530 WP 011214168.1 CTG..................GTLLAKYRPASCRP 136
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