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NTDB id 1157 A1552VC RS03895 WP 001888250.1 .........MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPI 71
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 51660 THIVI RS17340 WP 014779837.1 ..MNKAQALVVDDEADLLELLKITLARMDVQAVTALTLAEARRHLERGQFDLCLTDMNLPDGSGIDLIRQIGEQYPQIPV 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 VFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAVYRTIDSAAS 151
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVE.HDTTENALENKLLIGRSLPIQQLRIAIKKIAR 159
NTDB id 51660 THIVI RS17340 WP 014779837.1 AMITAHGSMESAVAAMKAGAFDFVSKPVDLQLLRRLVGSALKLRGHVSASDDERGDTGPQLLGESAAMERIRQLIVKLAR 158
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPE....AEEAPVDNRLLGESPPMRALRNQIGKLAR 154
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VNCAGAIPKQSTDEL IVMESEFLFGHVKKGASFTGAATI EQSTEDRKEQGALAIFELQSTAADEHSGGSTLFLD
NTDB id 1157 A1552VC RS03895 WP 001888250.1 SKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLFLD 231
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLD 239
NTDB id 51660 THIVI RS17340 WP 014779837.1 NQAPVFITGESGTGKELAARLIHAQGPHREGRFVAVNCGAIPQDLVESELFGHKKGSFTGAISDKEGLFQTAEGGTLFLD 238
NTDB id 1473 PAKAF RS24000 WP 003094694.1 SQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLD 234
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 ELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDVI 311
NTDB id 1045 H0N27 RS16330 WP 168727019.1 EIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVL 319
NTDB id 51660 THIVI RS17340 WP 014779837.1 EVADLPLATQVKLLRAIQEKSVRPVGAQREVAVDARIISASHRDLTEEVERGRFRQDLFYRINVIELRMPALRERPRDIP 318
NTDB id 1473 PAKAF RS24000 WP 003094694.1 EVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIP 314
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 EIAYSLLGFMSKEEG.KDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMS..APINRAL 388
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLANHFIQKICMEWE.TPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAA 398
NTDB id 51660 THIVI RS17340 WP 014779837.1 LLADRLLQRLASRQGDRPALTLSAEAIEALTRYAFPGNVRELENILERALALCEGERIDVADLYLPRTEAPA.....V.. 391
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LLAERILKRLAGDTG.LPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQ....E.. 387
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TFPKSRTS IMLYRRYKRLAQKRTKFWLNGELI EKDTVEKETEKEQEKEVR
NTDB id 1157 A1552VC RS03895 WP 001888250.1 .....PLAHENKVSVHEIFPL....WMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
NTDB id 1045 H0N27 RS16330 WP 168727019.1 QSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV. 473
NTDB id 51660 THIVI RS17340 WP 014779837.1 ..........STDAVDETVPLEESLREIEKREILNALDATHWDQAAASKRLKMTPKSLRYRLARLGIE........ 449
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..........GAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID........ 445
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