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NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANG...DREADFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 51647 THIVI RS11970 WP 014778854.1 ..MAGVNKVILIGNLGADPEVRYMPSGDAVANIRIATSESWKDRNTGEKQERTEWHNVVFFGKIAEIVKQYLHKGSKVYV 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 624 LCA RS00040 WP 011373726.1 DGRLQTRNYENQQGQRVYVTEVVVDN....FSLLESRTTTEQRQGDGASQNFNSNQSNGSQQSGFTS......PQQT... 140
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENS....GGAPYDEGYGQSQE.AYQR..PAQQSRQPAPD..A 143
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENS....GGAPYEEGYGQSQE.AYQR..PAQQSRQPASD..A 143
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGG....DFGGNQ.GSGWNQAPAQTNYNQGGYSDNYAQNNNF 149
NTDB id 51647 THIVI RS11970 WP 014778854.1 EGKLRTRKWQGQDGQDRYTTEVVVD.INGTMQMLDSRQGGG....SSVPFD...D...DPSYQS..LGGSSRSRA....A 141
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQG....GMPAQG.GMN...VPAQQG..SWGQPQQPA....K 146
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NTDB id 624 LCA RS00040 WP 011373726.1 ..GNAPAANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 1131 NGFG RS05740 WP 003695064.1 PSHPQEAPA.APRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 PSHPQEAPA.APRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NGGNATRPQ.PAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 51647 THIVI RS11970 WP 014778854.1 ..SPAPAPS.SGSASGSQGGASSVPFDDDIPF 170
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QHQPMQQSA.PQQYSQPQYNEPPMDFDDDIPF 177
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