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NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY..... 71
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NTDB id 1109 OK783 RS10670 WP 157147416.1 ........ASA.STIKGKYVQKVEV.....AKGVVTAQMA...STGVNKEIQDKKLSLW..........AKRQDGSVKWFCGQPV 131
NTDB id 1119 NGFG RS11465 WP 017147169.1 ........ASPPTDIKGKYVKEVEV.....KNGVVTATML...SSGVNNEIKGKKLSLW..........GRRENGSVKWFCGQPV 132
NTDB id 51645 THIVI RS03900 WP 014777334.1 A............EKATKFVADVTM..A..AGGTVTVTTAGTAASGLPTAAAGMTLVFSPNVQNAA.P.AAGVTGGIDWACGSTT 145
NTDB id 1188 NELON RS01755 WP 003772458.1 AGGGAGGAAAAGTQHASKYVKSVKV..TEASPWDITVAISATEANGIPTGLDGNTIRLFPLVNKAV.P.AATSTGAIDWACASAA 159
NTDB id 1424 RS RS02795 WP 011000517.1 ......GSSVF...TPTKNVANLTIAGTGTVPGQITVTYT.TA.......AGGGTLALVPTAAGTALPVSSAPSGPIMWTCYAQN 142
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ..SSCVGVQEISASNATTNVATA..TCGASSAGQIIVTMDTTK.......AKGANITLTPT..........YASGAVTWKCTTT. 135
NTDB id 1274 LPP RS09530 WP 011214168.1 ..V.........SPAATPNVASI..AIGA..NGVITITY.TAA.......AGGGTIVMTPTL.........QANGDVTWTCTGG. 123
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ..V.........SPAATPNVQSI..AIGA..NGVITITY.TAA.......AGGGTIIMTPTL.........QANGDVTWTCTGG. 123
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NTDB id 1109 OK783 RS10670 WP 157147416.1 TRTGDNDDTV..ADANNAIDTKHLPSTCRDESSAT. 164
NTDB id 1119 NGFG RS11465 WP 017147169.1 TRADDDTVAD..AKDGKEIDTKHLPSTCRDKASDAK 166
NTDB id 51645 THIVI RS03900 WP 014777334.1 VATAGTRGL..TNANTGTMPAKYAPSECK....... 172
NTDB id 1188 NELON RS01755 WP 003772458.1 KETADKRFGTGSGVAVGTLPAKYAPSECK....... 188
NTDB id 1424 RS RS02795 WP 011000517.1 KAQAASSVA...PSGTMSLAAKYAPAECR....... 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 .................S.DKKYVPSECRG...... 147
NTDB id 1274 LPP RS09530 WP 011214168.1 .................TLLAKYRPASCRP...... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .................TLLAKYRPASCRP...... 136
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