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NTDB id 1029 TT RS02230 WP 011228203.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1169 A1552VC RS11075 WP 000648511.1
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NTDB id 1113 AAA85695.1 219..1451( ) 305
NTDB id 1112 NGFG RS09215 WP 003689811.1 305
NTDB id 1198 PSJM300 03950 AFN76868.1 AY IZK QVVH T4SIE V 301
NTDB id 1059 ABD1 RS01610 WP 000279215.1 AG IR A F 304
NTDB id 1016 ACIAD RS01680 WP 004920476.1 G AINN 304
NTDB id 51639 THIVI RS01170 WP 014776818.1 314
NTDB id 1252 GC085 RS07730 WP 011213805.1 302
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NTDB id 1029 TT RS02230 WP 011228203.1 DP 378
NTDB id 1402 DSB67 RS12670 WP 010643257.1 . QMVIGEESGE 381
NTDB id 1169 A1552VC RS11075 WP 000648511.1 . QMVEIIGEESG 382
NTDB id 1113 AAA85695.1 219..1451( ) . QMY IGEESG LD MLKA FYE EVDNAV[eL S)\ 384
NTDB id 1112 NGFG RS09215 WP 003689811.1 . QM IGEESG LD MLKA FYE EVDNAV[e3AL SI 384
NTDB id 1198 PSJM300 03950 AFN76868.1 . QMEAIGEESGALD MLNKVApK FYE EVDNE|VD[L [ 380
NTDB id 1059 ABD1 RS01610 WP 000279215.1 . QMVAIGEESGALDMLKVA EVDNAVDL S 383
NTDB id 1016 ACIAD RS01680 WP 004920476.1 . QMVAIGEESGALD MLBKVAN EVDAVDL S 383
NTDB id 51639 THIVI RS01170 WP 014776818.1 . QMAIGEESGALDMLKVA FYE VDNAVDRSJL SH 393
NTDB id 1252 GC085 RS07730 WP 011213805.1 . QMVAIGEESGAL JAMLBKVA FYE EV NAVDJALSH] 381
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NTDB id 1029 TT RS02230 WP 011228203.1 406
NTDB id 1402 DSB67 RS12670 WP 010643257.1 407
NTDB id 1169 A1552VC RS11075 WP 000648511.1 408
NTDB id 1113 AAA85695.1 219..1451( ) 410
NTDB id 1112 NGFG RS09215 WP 003689811.1 .. 410
NTDB id 1198 PSJM300 03950 AFN76868.1 I\ LG LVGGL AMYLPIF 405
NTDB id 1059 ABD1 RS01610 WP 000279215.1 PIILG LVGGLV AMYLPIF 408
NTDB id 1016 ACIAD RS01680 WP 004920476.1 JNILG LVGGLV AMYLPIF 408
NTDB id 51639 THIVI RS01170 WP 014776818.1 GELVGELVVAMYLPIFJIL SV Vs 418
NTDB id 1252 GC085 RS07730 WP 011213805.1 BIILG LVGGLVVAMYLPIFIMLGSEIV. 406
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