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OFERIEAMVAL L CRYE7oL e ORR e YL A Aol o RBSEup FKATCGa

MWFEKIEAY LLL NCQM ENJL TH YDA EQN JQYLGAEGARJIN W NEWKL JNLL KEEWR  QF FIKAMQ QLQ
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS

B ok ST SO AL e

NHQFTPD IGFI LYLLENL KpBL EIGSGTGNLA T NN SKS DY GIE DDLLIDLSASIA DSSEHF QEDAVR
NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSSVHFVQEDAVR

NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSSVHFVQEDAVR

COLAE SO0k A ECSLRYLRRE AIFLARLL Qe L Lo

PQ LKESDI ISDLPVG YPNDINTAIMRYIUWVA BIWHTYAHHLLMEQSLKYLKK GIJAIFLAPV LLTS)gQSELLKWLEY N
PQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL
PQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL

il

il N

RSN

AY

LB

T I LP TF[eEpySNENKSINMVLKQ piiy E FVYP BIDLIQWAEN BEFMENEFKKWKIRSN Vi 317
AVISLPEATIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317

K non conserved
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>507% conserved
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