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NTDB id 51420 LLNZ RS07480 WP 011835332.1 MN...........LILENLLGRLLLEKDISAFYNFTDQV...NNENKLIKICAMTSVSANKVRCNRCGTIHIKTN.VK..LPIGA 68
NTDB id 593 KW2 RS05130 WP 021037147.1 MN...........LILENLLGHLLLEKDISAFNNFTDQV...NNENKLIKIGAMTSVNANKVRCNRCGTIHIKTN.VK..LPIGA 68
NTDB id 277 KZH43 RS10090 WP 000867601.1 MK............VNLDYLGRLFTENELT............EEERQLAEKLPAMRKEKGKLFCQRCNSTI.LEE.WY..LPIGA 57
NTDB id 236 SPD RS10765 WP 000867601.1 MK............VNLDYLGRLFTENELT............EEERQLAEKLPAMRKEKGKLFCQRCNSTI.LEE.WY..LPIGA 57
NTDB id 202 SPR RS10250 WP 000867601.1 MK............VNLDYLGRLFTENELT............EEERQLAEKLPAMRKEKGKLFCQRCNSTI.LEE.WY..LPIGA 57
NTDB id 167 SP RS11275 WP 000867616.1 MK............VNLDYLGRLFTENELT............EEERQLAEKLPAMRKEKGKLFCQRCNSTI.LEE.WY..LPIGA 57
NTDB id 507 SM12261 RS09240 WP 000867722.1 MK............VNPNYLGRLFTENELT............EEERQLAEKLPAMRKEKGKLFCQRCNSTI.LEE.WY..LPIGT 57
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NTDB id 108 BSU 35470 NP 391427.1 LYCRSCVMMGRVSEEVPLYSWKEENESNWKSIKLTWDGKLSSGQQKAANVLIEAISKKEELLIWAVCGAGKTEMLFPGIESALNQ 166
NTDB id 51420 LLNZ RS07480 WP 011835332.1 FFCPTCLELGRVRSDEYFYHLPQQDFP..EKTYLRWTGKLTENQEKISNALCQQITNNQKLLVQAVTGAGKTEMIYQLIEQILSH 151
NTDB id 593 KW2 RS05130 WP 021037147.1 FFCPTCLELGRVRSDEYFYHLPQQDFP..EKTYLRWTGKLTENQEKISDALCQQITNNQKLLVQAVTGAGKTEMIYQLIEQILSH 151
NTDB id 277 KZH43 RS10090 WP 000867601.1 YYCRECLLMKRVRSDQTLYYFPQEDFP..KQDVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINA 140
NTDB id 236 SPD RS10765 WP 000867601.1 YYCRECLLMKRVRSDQTLYYFPQEDFP..KQDVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINA 140
NTDB id 202 SPR RS10250 WP 000867601.1 YYCRECLLMKRVRSDQTLYYFPQEDFP..KQDVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINA 140
NTDB id 167 SP RS11275 WP 000867616.1 YYCRECLLMKRVRSDQTLYYFPQEDFP..KQDVLKWRGQLTPFQEKVSEGLLQVVDKQKPTLVHAVTGAGKTEMIYQVVAKVINA 140
NTDB id 507 SM12261 RS09240 WP 000867722.1 YYCRECLLMKRVRSDQSLYYFPQEDFP..KQDVLKWRGQLTPFQDKVSQGLLQAVDKQEPSLVHAVTGAGKTEMIYQVVAKVINA 140
NTDB id 535 SMSK321 RS10515 WP 000867726.1 YYCRECLLMKRVRSDQVLYYFPQEDFA..KQDILKWRGQLTPFQEKVSEGLIQAVDKQEPILVHAVTGAGKTEMIYQVVAKVINA 140
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NTDB id 593 KW2 RS05130 WP 021037147.1 GGSVGLASPRIDVCIELHQRLSRDFTC.QIPLLYHEG.DSYFRSPLVVMTSHQLLRFKEAFDLLIIDEVDAFPFRDNDMLYFALE 234
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NTDB id 108 BSU 35470 NP 391427.1 KARKKNSTLVYLSATPPKELKRKALNGQLHSVRIPARHHRKPLPEPRFVWCGNWKKKLNRNKIPPAVKRWIEFHVKEGRPVFLFV 336
NTDB id 51420 LLNZ RS07480 WP 011835332.1 NAKKINGNLLYLTATSTDKLDKQIKKHEIKRLFLPRRFHGHPLVIPMFFWKKTFYKK.............FIEQRKTGFPLLIFV 306
NTDB id 593 KW2 RS05130 WP 021037147.1 NAKKINGTLLYLTATSTDKLDKQIKKHEIKRLFLPRRFHGHPLVIPMFFWKKTFYKK.............FIEQRKTGFPLLIFV 306
NTDB id 277 KZH43 RS10090 WP 000867601.1 NSVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYPLLIFA 308
NTDB id 236 SPD RS10765 WP 000867601.1 NSVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYPLLIFA 308
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NTDB id 593 KW2 RS05130 WP 021037147.1 AEIDFGQDFAKNLQEKFPKEKMAFVASTTKSRKTIVEAFRKKQVSILITTSILERGVTFSSIDVFVINSEHPNFTKSALIQMAGR 391
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