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NTDB id 1361 HI 0985 AAC22646.1 ..MNDITYTLLRLMQVPKLGGVGIDKILSNITLNELLNYDD.............VAFRQMGWGAIQIRRWFKPEAKFIEPALVWS 70
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ..MNNLQ.PLLALNRMKR...IG.........PRTVLKLQKRWPDLNLMFQLSSVDLEEAGLPSWLAQTIKNFDPDFIKTDLNWL 70
NTDB id 51418 LLNZ RS06460 WP 011835152.1 .MITNFD.....LFRWKK...AGMI....NLGVNKLLKFFHKYDRKISLRQM..GQVAQVKSIPNFIEQYKNQDVKKLRIDYKKF 70
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NTDB id 525 SMSK321 RS06295 WP 000705298.1 MKITNYE.....IYKLKK...SGLT....NQQILKVLEYGENVDQELLLGDI..ADISGCRNPAVFMERYFQIDDAHLEKEFKKI 71
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