
logo MITRLVMI
TFSVLLLLSGCAGQTPFKGKI EKVGMLFPDTINSDLVWGTKGYKGLLANIQSEKFYNVDVYYKEGNI

V
K
R
S
T
D
EEDI ILKNAIDEDFHKKRG

NTDB id 51226 MUS RS05605 WP 014417407.1 MITRLVMTFSVLLLLSGCAQTPFKGKIEKVGMLFPDTISDLVWGTKGYKGLLAIQSEFNVDVYYKENIRSDEDILKAIDDFHKKG 85
NTDB id 94 BSU 11300 NP 389012.2 MITRLVMIFSVLLLLSGCGQTPFKGKIEKVGMLFPDTINDLVWGTKGYKGLLNIQSKYNVDVYYKEGVKTEEDIINAIEDFHKRG 85
consensus !!!!!!! !!!!!!!!!!*!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!! !!! *!!!!!!!! ****!!!* !!*!!!!*!

logo VNLLYGHGNSEYAEE I
VFNLMI

V
G
S
E
KDYPDMEFVI

V
A
SNAGKTAKASDNVTSVHFLMSGEAMGFFGGMTAAHMSKNTNEQVGVIASFLTWQPEVDGF IKGA

NTDB id 51226 MUS RS05605 WP 014417407.1 VNLLYGHGNEYEEIFNMISKDYPDMEFVVANGTAKSDNVTSVHLMGEAMGFFGGMTAAHMSKNNEVGVIASFLWQPEVDGFIKGA 170
NTDB id 94 BSU 11300 NP 389012.2 VNLLYGHGSEYAEVFNLVGEDYPDMEFVISNAKAKADNVTSVHFSGEAMGFFGGMTAAHMSKTNQVGVIASFTWQPEVDGFIKGA 170
consensus !!!!!!!! !! !*!!** !!!!!!!!* !* !! !!!!!!! !!!!!!!!!!!!!!!!! ! !!!!!!! !!!!!!!!!!!!

logo KYEKNPDI ETVNTEKFYTDHWDDNDGNTETALVHKLYEQKLMKANEGATDVVYPAGDGYNVPVIQQIKKDGLYAIGYVATDEQSDNLGEKNTVLTSTVQNVDK
NTDB id 51226 MUS RS05605 WP 014417407.1 KYEKPDITVNTEFTDHWDNGNEALHLYEKLKAEGTDVVYPAGDGYNVPVIQQIKKDGLYAIGYVAEQSNLGKNTVLTSTVQNVDK 255
NTDB id 94 BSU 11300 NP 389012.2 KYENPDIEVNTKYTDHWDDDTTAVKLYQKMKNEGADVVYPAGDGYNVPVIQQIKKDGLYAIGYVTDQSDLGENTVLTSTVQNVDK 255
consensus !!! !!! !!! *!!!!! !**!! !*! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!! !! !!!!!!!!!!!!!

logo AYETI
L IAEQFYNKGTLEKGSGDHNYFYDFLNRETGVVEMGTFSPLVDKQADFQDQKRIASDKL IVKTYNKRTGNELPKSNE

NTDB id 51226 MUS RS05605 WP 014417407.1 AYTLIAEQYNKGTLKSGDHNFDFREGVVEMGTFSPLVDKAFQDKISDLVKTYNRTNELPSNE 317
NTDB id 94 BSU 11300 NP 389012.2 AYEIIAEQFNKGTLEGGDHYYDLNTGVVEMGTFSPLVDQDFQQRIAKLIKTYNKTGELPKNE 317
consensus !! *!!!!*!!!!! !!! *! !!!!!!!!!!!!! !! *! !*!!!!*! !!! !!

X non conserved

X similar

X ≥ 50% conserved


