logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1103 NMB RS07590 WP 002212976.1
1131 NGFG RS05740 WP 003695064 .1
1390 A4U84 RS00055 WP 021115958.1
1471 ASU2 RS04565 WP 014991634.1
1166 A1552VC RS00795 WP 000168289.1
51220 K5619 RS21380 WP 033567096.1
1447 BW25113 RS21080 WP 000168305.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1103 NMB RS07590 WP 002212976.1
1131 NGFG RS05740 WP 003695064.1
1390 A4U84 RS00055 WP 021115958.1
1471 ASU2 RS04565 WP 014991634.1
1166 A1552VC RS00795 WP 000168289.1
51220 K5619 RS21380 WP 033567096.1
1447 BW25113 RS21080 WP 000168305.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1103 NMB RS07590 WP 002212976.1
1131 NGFG RS05740 WP 003695064 .1
1390 A4U84 RS00055 WP 021115958.1
1471 ASU2 RS04565 WP 014991634.1
1166 A1552VC RS00795 WP 000168289.1
51220 K5619 RS21380 WP 033567096.1
1447 BW25113 RS21080 WP 000168305.1

consensus

sl

P N NN N N Y I N ey ey i oy R ety ey e T T

E L RK QDQB QR 2YEVQVQN¥XBE Q {DSRQENSDAAA)QHE M ﬁQQEAYﬁRAA@Q SR YNQ Y20
Q

NKVIL GBRILGRDPEVRYMPNG AV{ENIISVATSE WD B YRKLAE AGQYL KGEQRVY
NKVIL GRLGRDPEVRYMPNG AVIENIJSVATSE WiyD YRKLAE AGQYL KG[GQRVY
NKVI VGNLG DP BMPNG AVAR SVATSESWNDK.TGER E{YyTEWHRIV]y R [NAEVAGQYLRKGSIYVY
NKVI VGNLG DPE RT

MPNG AVAN SVATSESWIWDK TGER EMTEWHRIV|§YR [NAEVAGQYLRKGSQVY
NKVIL GNLG DPEVRYMPEJGEAVAN ATSE WRIDKRTGE[N ETEWHR | YEKLAEVAG YLRKGSQVY
NKVILVGNLG DPEVRYMPNEAVIEY S ATSESWRIDK TGEY EWNTEWHR V [€KLAEVAF YLRKGSQVY
NKVILVGNLG DPEVRYMPNGEAVAN ATSESWEDKENTGEN ENTEWHR V [@KLAEVAN YLRKGSQVY

EGNLETRKWQDQEGADRY
EGL  TRKWQDQBIGADRY - TE | V\SWANESM QML GER « PEIGEIEIn I (0 I
EGMNL  TRKWIWDQEGQDRY TE V\ASWY [eWMQMLGGR [N¢

Plskoskokok | koeskosk Dokok | oskokokokokok * kok Dkl % *ok ok

/ﬁ\g N,\QN SH A ,\QAﬁA:AXA A VB I YCEVNRVT THA |

R{a)% ASDAPSHPQEA APRRQIJVPINAAIZVIE TIDIIORNA . . . . . ... ....... 174
R{AHAPDAPSHPQEAIZAAPRRQIZVPINAAIZVERI TIDIDIORRZAD . . . . .. ... ...... 174
NNFNGGN. .. .ATRIFQPAQKPAAQINNADVDNNOINNSD . . . . .. ... ...... 180
ASRPA.......QQABRKQAAK|ZAQENNAAUMNMBDIINNA . . . . . ... ....... 178
H[MEMQQS NDEFDDD I P F |, 177
GMESQ......... L IEIIRRAA T GCGYGVNRVTIHAT 186
NRIFSGGA. .. .QSRIFQQSAPAAPSN|NAAU| . DRZEDIDIONNRD . . . . . ... ....... 178

X non conserved
B similar
Bl >50% conserved

AL R sy e ARy gt sl

136
136
146
147
147
143
145



