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NTDB id 375 SMU RS06880 WP 002262929.1 .....MTNVFESSPLFLRILLAVLIILLFFYFIFLNYREYKNNNQVKQLNAKVRSLITGHYTDKLKVEDNSDLSELVNNVNDLSE 80
NTDB id 51141 SPAF RS07425 WP 014713656.1 MIDQLKQFVMSSNFVFVLITVGFIIV.....VALLLLENRRDNIKLRQLNSKIKDLIAGDYSEVVDMQGSPELTDMTNSINDLSE 80
NTDB id 414 AAK55818.1 838..2187( ) MLDLLKQTIFTRDFIFILILLGFILV.....VTLLLLENRRDNIQLKQINQKVKDLIAGDYSKVLDMQGGSEITNITNNLNDLSE 80
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NTDB id 375 SMU RS06880 WP 002262929.1 VFRLTHENLAQEKNRLTSILSYMTDGVLATDRSGKITVINDMAQKQLNVTREQALECNILDILD.DDSYTYNDLITKTPEIVLTR 164
NTDB id 51141 SPAF RS07425 WP 014713656.1 VIRLTHENLEQETKRLTSILSYMTDGVLATNRRGQIIMVNEMAAKQLNVNPDEVLNTSILDLLSLGDDYDLRSLITEVPELTIDS 165
NTDB id 414 AAK55818.1 838..2187( ) VIRLTQENLEQESKRLNSILFYMTDGVLATNRRGQIIMINDTAKKQLGLVKEDVLNRSILELLKIEENYELRDLITQSPELLLDS 165
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VRFALNIRRESGF I SGL IVAVLHDATTEQDEKEERERRLFVSNVSHELRTPLTSVKSYLEALDEDGALCSTEPSTVAPSDFVIKV
NTDB id 375 SMU RS06880 WP 002262929.1 RDEYDEFITLRIRFALNRRESGFISGLIAVLHDATEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDDGALTESVAPSFIKV 249
NTDB id 51141 SPAF RS07425 WP 014713656.1 QDENGEYLSLRVRFALIRRESGFISGLVAVLHDTTEQDKEERERRLFVSNVSHELRTPLTSVKSYLEALDDGALSEPVAPDFVKV 250
NTDB id 414 AAK55818.1 838..2187( ) QDINGEYLNLRVRFALIRRESGFISGLVAVLHDTTEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALDEGALCETVAPDFIKV 250
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NTDB id 375 SMU RS06880 WP 002262929.1 SLDETNRMMRMITDLLSLSRIDNQTSHLDVELTNFTAFMNYILDRFDQIQSQQ.STNKVYEIIRDYPDKSVWIEIDTDKMTQVID 333
NTDB id 51141 SPAF RS07425 WP 014713656.1 SLNETNRMMRMVTDLLSLSRIDNETSQLDIELTNFTAFITFILNRFDKIKSQSQEDTKKYELIREYPITPIWVEIDTDKMTQVID 335
NTDB id 414 AAK55818.1 838..2187( ) SLDETNRMMRMVTDLLHLSCIDNATSHLDVELINFTAFITFILNRFDKMKGQ..EKEKKYELVRDYPINSIWMEIDTDKMTQVVD 333
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NTDB id 375 SMU RS06880 WP 002262929.1 NILNNAIKYSPDGGKVTITMQTTDTQLILSISDQGLGIPKKDLPLIFDRFYRVDKARSRAQGGTGLGLAIAKEIVKQHKGFIWAN 418
NTDB id 51141 SPAF RS07425 WP 014713656.1 NILNNAIKYSPDGGKIKVGMKTTDAQLIISISDEGLGIPKKDLPRIFDRFYRVDKARSRAQGGTGLGLAIAKEIVKQHKGFIWAK 420
NTDB id 414 AAK55818.1 838..2187( ) NILNNAIKYSPDGGKITVRMKTTEDQMILSISDHGLGIPKQDLPRIFDRFYRVDRARSRAQGGTGLGLSIAKEIIKQHKGFIWAK 418
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NTDB id 375 SMU RS06880 WP 002262929.1 SEEGEGSTFTIVLPYENDNDAIDEWEEDEDES 450
NTDB id 51141 SPAF RS07425 WP 014713656.1 SEYGKGSTFTIVLPYDKDAIKDD.WDTEEEE. 450
NTDB id 414 AAK55818.1 838..2187( ) SEYGKGSTFTIVLPYDKDAVKEEVWEDEVED* 449
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