
logo MTEETGFKRYS I LASGSSGNSFYLETPKQKKRI
LL IDAGLSGKKI STGQLLMAE IDRKPVDEDLVDAI L IVTHEHKSDHIHGVGVLARKYGLMDLVYANAE

NTDB id 51140 SPAF RS07420 WP 023918725.1 MTEEGFKYSILASGSSGNSFYLETPKKKLLIDAGLSGKKITGLLAEIDRKPEDLDAILITHEHSDHIHGVGVLARKYGMDLYANE 85
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLDVYANA 85
consensus !!! !!*!!!!!!!!!!!!!!!!!! !**!!!!!!!!!!!* !*!!!!!!**!*!!!!*!!!! !!!!!!!!!!!!!!*!*!!!
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NTDB id 51140 SPAF RS07420 WP 023918725.1 ATWKAMEGTKYLGKVDDAQKHIFEMGKTKTFGDIDIESFGVSHDAAAPQFYRFMKDGKSFVMLTDTGYVSDRLAGIVADADGYLI 170
NTDB id 383 SMU RS06875 WP 002262928.1 ATWQAMDG..MIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMADLIENADGYLI 168
consensus !!! !!*!** *!!*! !!!!!**!!! !!!!!!!!!!!!!!!!! !!!!! !!!!!!!!*!!!!!!!!!!*! ** !!!!!!

logo ESNHDI
VE I LRASGI

SYAPWRSLKQR I LSDKLGHLSNDEDGADEATMI
VRTLGNKRTKKIYLGHLSKENNI

VKELAHMTMEKNAQLAMQRADLAVDGHDFEKI
V

NTDB id 51140 SPAF RS07420 WP 023918725.1 ESNHDVEILRAGSYAWRLKQRILSDLGHLSNEDGADAMIRTLGNRTKKIYLGHLSKENNIKELAHMTMENQLARADLAVGHDFEV 255
NTDB id 383 SMU RS06875 WP 002262928.1 ESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKNALMQADLAVDHDFKI 253
consensus !!!!!*!!!! ! !*! !!!!!!!! !!!!!*!!!* !*!!!!!*!!!!!!!!!!!!!!*!!!!!!!! ! ! !!!!! !!! *

logo

L
YDTSPDTALTPLATKI

NTDB id 51140 SPAF RS07420 WP 023918725.1 LDTSPDTATPLTKI 269
NTDB id 383 SMU RS06875 WP 002262928.1 YDTSPDTALPLAKI 267
consensus !!!!!!! !! !!
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