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NTDB id 363 SMU RS05195 WP 002262215.1 MLIKLRKQKQDENISFFSHFFAVFTGIFFVMTVIIIQVMHFGIYSSVDNSLKIATENVNDYVNMTLSHNNPITEA......EN.G 78
NTDB id 51135 SPAF RS04240 WP 013903377.1 MLTRIKKTVGEDDFSYFIRYFGLFTLIFSAMTLIIIQVMRSSLYTTVDENLKTLSKDPYSLAAIAYRDQRQSKDKDNDEDPEVMI 85
NTDB id 259 KZH43 RS03480 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEE.....IKDLENAR 80
NTDB id 218 SPD RS03780 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEE.....IKDLENAR 80
NTDB id 184 SPR RS03565 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEE.....IKDLENAR 80
NTDB id 148 SP RS03910 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEE.....IKDLENAR 80
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NTDB id 363 SMU RS05195 WP 002262215.1 DASFKVKSNGQMAANTDTILYDKKHNVINNVNAFSSLYHIRPKLKDIGDIVEQEAKNIYGQTEKYRTVTVK..VNNDFYPQIKFA 161
NTDB id 51135 SPAF RS04240 WP 013903377.1 PDHDKSEPKGDVTSNTTVVLLNRNYENLTTGNGFLNFKSVTFGRKLLNKVSQLQITNSYGKKESYRAYMTDLGLTDDGGSDVKYA 170
NTDB id 259 KZH43 RS03480 WP 000491790.1 ADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISS.VSTNIKYA 164
NTDB id 218 SPD RS03780 WP 000491790.1 ADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISS.VSTNIKYA 164
NTDB id 184 SPR RS03565 WP 000491790.1 ADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISS.VSTNIKYA 164
NTDB id 148 SP RS03910 WP 000491790.1 ADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISS.VSTNIKYA 164
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LLENSYMEQKQKQASFVENASHELRTPLAVLQNRLESTLFRKPEAT
NTDB id 363 SMU RS05195 WP 002262215.1 TIVINTTQLEEANTRYVTIIISVMIVFWLISVIASVYLAKWSQKPILENYEKQKSFVENASHELRTPLAVLQNRLESLFRKPEAT 246
NTDB id 51135 SPAF RS04240 WP 013903377.1 VIMTNISQLEQTSEEHESQIALVMICFWGISLFASLFLARLSVKPLLESMQKQKAFVENASHELRTPLAVLQNRLETLFRKPEAT 255
NTDB id 259 KZH43 RS03480 WP 000491790.1 AVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFRKPEAT 249
NTDB id 218 SPD RS03780 WP 000491790.1 AVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFRKPEAT 249
NTDB id 184 SPR RS03565 WP 000491790.1 AVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFRKPEAT 249
NTDB id 148 SP RS03910 WP 000491790.1 AVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFRKPEAT 249
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NTDB id 363 SMU RS05195 WP 002262215.1 ILDSSESIASSLEEVRNMRMLTANLLNLARRDDGIKPEITEIQPRFFDDTFKNYEMIARENGKKLHIINKVNRQIKTDKTLLKQL 331
NTDB id 51135 SPAF RS04240 WP 013903377.1 IMESSESIASSLDEVRNMKLLTTNLLNIARRDDGLKPEIEEIEPSFFDQTFSNFEIIAEENGKFFQGDNQVDKVICSDKTLLKQL 340
NTDB id 259 KZH43 RS03480 WP 000491790.1 IMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQL 334
NTDB id 218 SPD RS03780 WP 000491790.1 IMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQL 334
NTDB id 184 SPR RS03565 WP 000491790.1 IMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQL 334
NTDB id 148 SP RS03910 WP 000491790.1 IMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQL 334
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NTDB id 363 SMU RS05195 WP 002262215.1 MTILFDNAVKYTDNDGEIWLDVKTTDRSLIFSVADNGQGISDEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQITDSLKGSII 416
NTDB id 51135 SPAF RS04240 WP 013903377.1 MTILYDNALKYTDEDGEIQFEVQLKDKNLLLRALDNGPGVRDEDKKRIFDRFYRVDKARTRQKGGFGLGLSLAKQIVEAFKGTIQ 425
NTDB id 259 KZH43 RS03480 WP 000491790.1 MTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVT 419
NTDB id 218 SPD RS03780 WP 000491790.1 MTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVT 419
NTDB id 184 SPR RS03565 WP 000491790.1 MTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVT 419
NTDB id 148 SP RS03910 WP 000491790.1 MTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVT 419
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NTDB id 363 SMU RS05195 WP 002262215.1 VKDKKPQGVMFEARLLANK............ 435
NTDB id 51135 SPAF RS04240 WP 013903377.1 VKDNKPKGSIFEVKLSIKTESRKKIVHNLKK 456
NTDB id 259 KZH43 RS03480 WP 000491790.1 VKDNKPKGTIFEVKIAIQTPSKKKK...... 444
NTDB id 218 SPD RS03780 WP 000491790.1 VKDNKPKGTIFEVKIAIQTPSKKKK...... 444
NTDB id 184 SPR RS03565 WP 000491790.1 VKDNKPKGTIFEVKIAIQTPSKKKK...... 444
NTDB id 148 SP RS03910 WP 000491790.1 VKDNKPKGTIFEVKIAIQTPSKKKK...... 444
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