
logo MS
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QRNTEHI
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D
EEKYQTWDLSTTI FATDAQADWEETEAYAESLTAVAQDI

LKAKASAHYAGHLLDSAKQNTLLEGATTENALYLMESLMSRRLEKI
VYVYAHSMKNDQDTRTV

NTDB id 51131 SPAF RS03805 WP 013903306.1 MVKQRNEIDEKYQWDLSTIFATDQAWEEEAASLAADIKAASHYAGHLLDSAQTLLETTNAYLELSRRLEKVYVYAHMKNDQDTRV 85
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKNDQDTTV 85
consensus ! *! ***!!! !!!*!!!!!! !! ! ! !*! !!*!!!!!!!!! !! ! !* ! !!!!!*!!!!*!!!!!!! !

logo

A
G
K
LYQEYQASKAGMSNSLYSLQLGSEATFAFYFYEPEFMAI

L
D
TDEKKQLYAKAEFKVESEQEVPAGLEGLQYDGHYFDERLLAEKNKDEHVLSQEKAEEELLAAGAGDE I FANAGGPGTDET

NTDB id 51131 SPAF RS03805 WP 013903306.1 AKYQEYQSKGMSLYSLLGETFAFYEPEFMAITDEQYKAFVSEVPALEQYGHYFDRLLEKKEHVLSQKEEELLAGAGEIFAAGGET 170
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAAGDIFNGPTDT 170
consensus * !!!!! !* !!! ! ! !!**!!!!!!* ! ! !*! ! !!!*!!! !*!!!!! !!!!!*!!*!! ** *!

logo FENI
VLDNADI LVFPTWVHSDDGKQGDEEVVEQLTHGNFYI STLMVESKDRADI

VRKEGAYEAGLMYGKTVYEQFYQHTYAKQTLQGTNVVKVHNFYNQAKVRHKFYNSSAREHA
NTDB id 51131 SPAF RS03805 WP 013903306.1 FEILDNADIVFPTVHDDKGEEVQLTHGNYISLVESKDRAVRKEAYEGLYKVYEQYQHTYAKTLQTNVKVHNFNAKVRKFSSAREA 255
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVHNYQAKVRHYNSARHA 255
consensus ! *!!!!!!*!! !*! !* ! !!!!!*!*!*!!!!! *!! !!!**! !!!*!!!!! !!! !!!!!**!!!!** !!!*!

logo ALASAENF IVPESVYDSLLVETASVNKHLPLLHQRYLVDQLRKSKI
VLGI

L
D
S
D
ELKMYDMVYTPLSDETDETYAKFLTYEESLAKKAEEVLAI

V
F
LGEDEYLSKSGRVHKARA

NTDB id 51131 SPAF RS03805 WP 013903306.1 ALSENFVPESVYDSLVTAVNKHLPLLQRYVQLRSKILGISDLKMYDMYTPLSDTDYKFTYEESLAKAEEVLAVLGEDYLSRVKRA 340
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLKKAEEVLAIFGEEYSKGVHAA 340
consensus !! !!*!!!!!!!!* !!!!!!!!*!!* !! !*!!* *!!!!!*!!!!!*!* !!!!!! !!!!!!!* !!*! !* !

logo FSTERWIDVHPVNKQGKRSGAYSGGASYDTNAFMLLNWQDTLDNLFTLVHETGHSLMHSSTFYTREQTQPYVYGDYPS I FLAE IASTTNENI LT
NTDB id 51131 SPAF RS03805 WP 013903306.1 FSERWIDVHVNQGKRSGAYSGGSYDTNAFMLLNWQDTLDNLFTLVHETGHSMHSSYTRETQPYVYGDYSIFLAEIASTTNENILT 425
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQTQPYVYGDYPIFLAEIASTTNENILT 425
consensus !*!!!!!!!*! !!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!**!! !!!!!!!!!*!!!!!!!!!!!!!!!!

logo ERTLLEKEVEKDDAKTRFAI LNHFYLDGFKRGTVFRQTQFAEFEHAIHEKADAQESGQTI
VLTASDEFLMNKNLYADELNEKYYGNLKSAKEDNPYE IQFYEWAER I

NTDB id 51131 SPAF RS03805 WP 013903306.1 ERLLEEVEDDATRFAILNHFLDGFRGTVFRQTQFAEFEHAIHKADQEGTVLTSEFLNNLYAELNEKYYGLSKEDNPEIQYEWARI 510
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERI 510
consensus ! !! !! !! !!!!!!!!*!!!!*!!!!!!!!!!!!!!!!! !! ! *!! *!*! !!!*!!!!!! ! !!!*!!!*!! !!

logo PHFYMYNYYVFYQYASTGFAAASAYLAEKIVHGTEQEDKRDEAKYI
L
D
TYLKAGNSSDYPLENVIKRKAGVDMETKNETDYLDAAFAKVFEDRRLNVEFLEALVE

NTDB id 51131 SPAF RS03805 WP 013903306.1 PHFYYNYYVFQYSTGFAAASALAEKIVHGTQEDRDKYIDYLKAGNSDYPLNVIRKAGVDMEKEDYLDAAFAVFERRLNEFEALVE 595
NTDB id 480 HSISS4 RS02090 WP 002890133.1 PHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVE 595
consensus !!!! !!!!*!! !!!!!!! !!!!!!!!! !!** !* !!!!! !!!!! !!*!!!!!! !!!!!!! !!! !! ! !!!!!



logo KGLGVHLALS
NTDB id 51131 SPAF RS03805 WP 013903306.1 KLGLA. 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KGVHLS 601
consensus ! * *
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X ≥ 50% conserved


